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Abstract ; The incidence and mortality of lung cancer are in the first place of malignant tumor,and it is ur-
gent to find new prevention and treatment strategies. The active components of traditional Chinese medicine
have attracted much attention due to their safety and natural properties, but their anti-lung cancer mechanisms
are still to be clarified. This article mainly introduced the anti-lung cancer effect of several active components
of traditional Chinese medicine by regulating long non coding RNA ,including paclitaxel, epigallocatechin gal-

late, curcumin,resveratrol, silymarin and hemagline,aiming at providing new molecular mechanisms and theo-

retical basis for the anti-lung cancer effect of the active components of Chinese medicine.
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Research progress of exosomal proteomics in cancer diagnosis based on
mass-spectrometic technique”
YANG Liu' ,ZHANG Yong®,TONG Xuedong® ,DENG Kun'*
Department of Clinical Laboratory sthe Third Affiliated Hospital of Chongqing
Medical University ,Chongqing 401120,China
Abstract: As carriers of intercellular communication,exosomes are involved in the occurrence and develop-
ment of a series of physiological and pathological processes. Exosomes have lipid bilayer structure which can
effectively protect the stability of bioinformatics molecules inside. Therefore, compared with serum and plas-
ma,exosomes are more conducive to omics research, such as proteomics, transcriptomics and metabolomics.
With the development of mass-spectrometic technique, proteins,as the direct executor of many biological func-

tions, have attracted much more attentions,especially the proteins in exosomes and their biological functions.
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