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Abstract : Objective To study the relationship between the expression of serum Hepatitis B virus (HBV)
pre genomic RNA (HBV-pgRNA) ,alpha fetoprotein isoform 3 (AFP-L3),Hepatitis B X antibody (HBxAb)
and HBV induced liver cancer and its prediction of prognosis of patients with liver cancer. Methods In this
study,a total of 60 patients with liver cancer caused by HBV diagnosed in Dongguan People's Hospital from
January 2015 to June 2017 were selected as the liver cancer group,and 60 patients with HBV induced cirrhosis
and 60 patients with simple hepatitis B were selected as the liver cirrhosis group and hepatitis B group. The
differences in the expression of HBV-pgRNA ., AFP-1.3 and HBxAb in the three groups were compared, and
the expression differences of HBV-pgRNA, AFP-1.3 and HBxAb in different pathological stages,tissue differ-
entiation and survival conditions were analyzed. Results There were significant differences in the levels of
HBV-pgRNA,AFP-1.3 and HBxAbD in patients with different disease,differentiation and survival status (P <C
0. 05). The levels of HBV-pgRNA and HBxAb from high to low were hepatitis B group,liver cirrhosis group
and liver cancer group.and the levels of AFP-L3 from high to low were liver cancer group, liver cirrhosis
group and hepatitis B group,the levels of HBV-pgRNA and HBxAb from high to low were low differentiation
group,middle differentiation group and high differentiation group,and the levels of AFP-L.3 from high to low
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were high differentiation group,middle differentiation group and low differentiation group. The levels of HBV-
pgRNA and HBxAb in patients with stage [l —IV were significantly higher than those in patients with stage
Il —1IV,and the level of AFP-L3 in patients with stage | — I was significantly lower than that in patients
with stage [ —IV (P <C0. 05). The levels of HBV-pgRNA and HBxAb were negatively correlated with the
pathological stage, tissue differentiation and survival status of patients with liver cancer (r = — 0. 771 —
—0.441,P<C0. 05), AFP-L3 was positively correlated with the pathological stage, tissue differentiation and
survival status of liver cancer patients (+ =0.339,0.521,0. 664, P<C0. 05). Conclusion The expression of ser-
um HBV-pgRNA,AFP-1.3 and HBxAb were significantly correlated with the progression of HBV induced liv-

er cancer. Meanwhile, the above indexes could be used as important indicators to predict the survival of pa-

tients.
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