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Abstract:Objective To analyze the expression and significance of microRNA (miR)-27 and E2F tran-
scription factor 7 (E2F7) in pancreatic ductal adenocarcinoma tissue. Methods RT-PCR was used to detect
the expressions of miR-27 and E2F7 gene in 93 cases of pancreatic ductal adenocarcinoma tissue and adjacent
tissue. Western blotting was used to detect the protein expression of E2F7 in the cancer and paracancerous tis-
sue. The correlation between the expression of miR-27 and E2F7 gene in cancer tissues was analyzed by the
Pearson linear correlation analysis. The bioinformatics software predicted the interaction site between miR-27
and E2F7 gene. The relationship between the expressions of miR-27 and E2F7 gene with clinicopathological
characteristics was analyzed by statistically. The relationship between different expressions of miR-27, E2F7
gene with patient’s prognosis was analyzed by the Kaplan-Meier survival analysis. Results Compared with pa-

racancerous tissues,the expression of miR-27 in pancreatic ductal adenocarcinoma tissue was decreased (P <<
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0.05) ,and the expression of E2F7 gene and protein was significantly higher (P <C0. 05). The relative expres-
sion amounts of miR-27 and E2F7 in cancer tissues showed significantly negative correlation (r =—0. 612,
P <C0.001). The bioinformatics software predicted that the 788 —795 bases of the 3'non-coding region of E2F7
gene had the interaction sites with miR-27. There were statistically significant differences in the expressions of
miR-27 and E2F7 gene among different tumor TNM stages of pancreatic ductal adenocarcinoma and between
lymph node metastasis and non-lymph node metastasis (P <C0. 05), but there was no statistically significant
difference in the expression of miR-27 and E2F7 in cancer tissues among the patients with different genders,a-
ges, pathological grades,tumor diameters, tumor locations (P>>0. 05). The 1-year overall survival rate (OS)
of the patients in the low miR-27 and high E2F7 gene expression groups was significantly lower than that of
the patients in the high miR-27 and low E2F7 gene expression group (X*=5,129.6.514,P =0, 015,0. 002).
Conclusion The expression of miR-27 in pancreatic ductal adenocarcinoma tissue is decreased, while the ex-
pression of E2F7 is increased. Both of them participate in the tumor development of pancreatic ductal adeno-

carcinoma,and may become the tumor markers indicating the prognosis of pancreatic ductal adenocarcinoma.
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