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Abstract : Objective
the cancer genome atlas (TCGA) database. Methods

Identification of miRNA as prognostic biomarkers for breast cancer patients based on
The miRNA expression profile and the clinical informa-
tion regarding patients with breast cancer were recruited from the TCGA database. Bioinformatics analysis
was used to establish prognostic risk assessment models for miRNA with obvious differential expression by
univariate Cox, LASSO regression and stepwise multivariate Cox regression. Receiver operator characteristic
A total of 269 differentially ex-

pressed miRNA were screened from the TCGA database of breast cancer. First, univariate Cox analysis and

curve was applied to determine the efficiency of survival prediction. Results

LLASSO regression analysis were used to screen 18 miRNA associated with prognosis of breast cancer. Then,
stepwise multivariate Cox regression analysis was used to screen 8 miRNA as biomarkers for prognosis of
breast cancer. Compared with individual biomarkers,it has good accuracy and reliability. Conclusion The sco-
ring model of the 8 miRNA combinations might be used as biomarkers to predict prognosis of breast cancer.
miRNA; prognosis
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