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Abstract: Objective To investigate the levels of long non-coding RNA-activated by transforming growth
factor B (IncRNA-ATB) , microRNA(miR)-34a and miR-145 in tissues of elderly patients with lung adenocar-
cinoma and their correlation with survival. Methods A total of 112 elderly patients with lung adenocarcinoma
treated in the hospital from August 2014 to August 2016 were selected as the research subjects,the IncRNA-
ATB,miR-34a and miR-145 levels in the pathological tissues and tissues adjacent to carcinoma of the patients
were detected by qRT-PCR, the patients were divided into high and low expression groups according to the ex-
pression levels of IncRNA-ATB,miR-34a and miR-145,and the overall survival rate (OS) was used as the de-
tection index. Kaplan-Meier method was used to analyze the two groups of patients. The prognosis and Cox
method were used to explore the independent factors affecting the prognosis of patients. Results The expres-
sion levels of IncRNA-ATB in lung adenocarcinoma tissues were significantly higher than those in adjacent tis-
sues. The expression levels of miR-34a and miR-145 in lung adenocarcinoma tissues were significantly lower
than those in adjacent tissues,and the differences were statistically significant (P <C0. 05). A total of 24 pa-
tients died during follow-up and the 3-year OS of all patients was 78. 57%. Among them,the IncRNA-ATB
high and low expression groups had 71. 43% and 85. 71% of 3-year OS; miR-34a high and low expression
groups had 91.07% and 66. 07% of 3-year OS ; miR-145 high and low expression groups had 89.29% and
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67.86% of 3-year OS,respectively. The differences in OS between the high and low expression groups of the
three indicators of Log-rank test were statistically significant (P<C0. 05). Multivariate analysis of Cox showed
that elevated tumor TNM stage,lymph node metastasis and pleural invasion occurred, high expression of In-
cRNA-ATB,and low expression of miR-34a and miR-145 were independent risk factors for the prognosis
(P<C0. 05). Conclusion

miR-34a and miR-145 are lowly expressed in lung adenocarcinoma tissues of elderly patients,and highly ex-

IncRNA-ATB is highly expressed in lung adenocarcinoma tissues of elderly patients,

pressed IncRNA-ATB,lowly expressed miR-34a and miR-145 are independent risk factors that affect the prog-

nosis of patients.
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