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Abstract; Pregnancy is an ingenious and precise process in the procedure of human development. During

pregnancy,human beings are faced with many challenges,recurrent spontaneous abortion (RSA) is a common
adverse pregnancy outcome. Micro ribonucleic acid (miRNA) is a kind of non-coding RNA,which can play its
biological function by targeting messenger ribonucleic acid (mRNA). Many studies have found that miRNA
participates in RSA through angiogenesis, apoptosis, immune response and other events. The study of RSA
and miRNA can not only help to explore the mechanism behind the diversification of RSA etiology, but also
provide more new ideas for the treatment of RSA.
messenger ribonucleic acid
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