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Abstract:Objective To investigate the expression significance and prognostic value of long non-coding
RNA tumor susceptibility candidate gene 9 (IncRNA CASC9) and YKT6 in oral squamous cell carcinoma
(OSCC). Methods A total of 110 patients with OSCC treated in the Affiliated Hospital of Shaanxi University
of Traditional Chinese Medicine from January 2016 to January 2018 were selected as the study objects. The
mRNA expression of IncRNA CASC9 and YKT6 in OSCC cancer tissue and adjacent tissues was detected by
real-time fluorescence quantitative PCR. Immunohistochemistry was used to detect YKT6 protein expression
in OSCC cancer tissue and adjacent tissues. Kaplan-Meier curves were used to analyze the influence of different
IncRNA CASC9 and YKT6 mRNA expression on the prognosis of OSCC patients. Cox regression model was
used to analyze the prognostic factors of OSCC. Results The IncRNA CASC9 and YKT6 mRNA expression
in OSCC cancer tissues were 3. 12+0. 57 and 2. 6930. 42, respectively, which were significantly higher than
those in adjacent tissues (1. 02=%0. 25,1. 13£0. 21),and the differences were statistically significant (r =
35.386,34. 843, P<C0. 05). The positive rate of YKT6 protein in OSCC cancer tissues was 81.82% (90/110),
which was higher than that in adjacent tissues [9.09% (10/110)],and the difference was statistically signifi-
cant (X*=117.333,P <C0. 05). There was a positive correlation between IncRNA CASC9 mRNA expression

x  E&IE.BEIA R EFET E (2021]Q-915) .
EEBN B L BREIT, TR O EEEMETR., & EEEE.Email:1174216838@qq. com,



« 1926 - EFARESSE 2024 F8 A% 45 %% 16 #  Int ] Lab Med, August 2024, Vol. 45,No. 16

and YKT6 mRNA expression in OSCC cancer tissues (r=0. 788, P<(0. 001). The IncRNA CASC9 and YKT6
mRNA expressions in cancer tissues of OSCC with TNM stages [l to IV.low differentiation and lymph node
metastasis were higher than those in cancer tissues of OSCC with TNM stages | to Il ,high school differenti-
ation and no lymph node metastasis,the difference was statistically significant (all P<Z0. 05). The 5-year cu-
mulative survival rate of IncRNA CASC9 high expression group and YKT6 mRNA high expression group was
lower than that of IncRNA CASC9 low expression group and YKT6 mRNA low expression group,and the
difference was statistically significant (Log-rank X*=7.080,8. 741,P =0, 008,0. 003). High expression of In-
cRNA CASC9,high expression of YKT6 mRNA,TNM stage Il to IV,low differentiation and lymph node me-
The expression of IncRNA CASC9 and

YKT6 in OSCC cancer tissue is elevated, which can be used as tumor markers to evaluate the prognosis of OS-

tastasis were prognostic risk factors in OSCC patients. Conclusion

CC patients.
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Je4 Sy AR B FE P 9 (IneRNA CASC9) & — Fh K 4 3E
S RNA, G F ARGk 8q21. 11, A IF5E R,
IncRNA CASCY & & S0 45 | 145 8 55 0% Mk Mg vh
Fk Tk, HBE 0% 3 i 45 A /N RNA-383-5p %, ¥
TG 22 28 5005 b B O 42 T R A e Y O o
B, YKT6 J2 0] % M N-20 5E T 5k ok IV i 450 2 v [
T % B 2 R K R 5L, A2 % Longin £ 44 3k AN
SNARE %5 ¥4 35k . 25 5 96 30 3 fai . 20 0 JBE 45 o A
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i s TNM 438 1 ~ 1181 60 i, [l ~ IV 50 £ ; k2
GERERS AT LSS R 44 ), TRk TV S BE RS 66 1,
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s OBEHRNE R BRRSIHERF; (DDAl
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1.2.1 S92 6 & B PCR EK I OSCC ¥ 4H 41

5% 41 21 IncRNA CASCY9.YKT6 mRNA #ik
BB OSCC s 21 S i 55 AL (BRI 4 81 2% 2 em
DL LR BRI R O IR OB . 2K LAREE )G .
KM TRIzol 352 A 41 5 RNA, 20 6O B i (35 [
FEE KA A, B S NanoDropl000) A% M, W S B
(A /Ao =1.8~2.0, B RNA i 5 5%y cD-
NA, PLH il BE-3-%% 1R I =0 B (GAPDHD) i N 2 %t
WL R AT 5298 E B PCR. SZEE 9% %8 5 PCR Y
W H € E ABI A L BIE ABI7T500, 5140 f bR
—MEm AR AN FE . 2 XSYBR Green Master mix
W A R AR YR A F L RS ZY6S12690. 519
JPA LR 1, BAR R 10. 0 pL, B #F SYBR Green
Master mix(2X)5.0 pL, EJ#F54 (10 pmol/L) 0. 3
pL, F#E51H (10 pmol/1.)0. 3 ul.,cDNA 0.2 pl, —
L IV il i 2 BE e K 4. 2 pl, WAL R — 4B
94 “CHZAF M 10 min; 5 — 4 94 °C30 5,72 ‘C10 5,60
C15 s, fEH 40 K. RH 2727 #EiFH IncRNA
CASCY9.YKT6 mRNA A *%F &k &, 455 L In-
cRNA CASC9, YKT6 mRNA ik fF %% 3. 12,
2.69 Kl FE . H g IncRNA CASCY & # ik =3. 12
B E (IncRNA CASCY 5 £ ik 41) 52 7], IncRNA
CASCY R # ik <<3. 12 5% (IncRNA CASCY k% ik
ZH)58 #i; YKT6 mRNA &Rk =>2.69 & (YKT6
mRNA & £k 4) 53 i, YKT6 mRNA ik % & <
2.69 H#F (YKT6 mRNA {KEE4H)57 #i,

1.2.2 G ekl B OSCC i 412U i 55 41
ZYKT6 R KL BBURHE OSCC ¥ 4 41 Fl g 5
HEBRARE Y, 5 pm BEYI .60 CHE R 2 h, B
211k Envision LR & A AL hAZ &0 A Al
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$245 PV-9100, H 2R P EE 5 min; B 5 e B 090
Kb drE K Y R B T ERBE R (pH=:6)
WL ER Y 8 min JE KR KRR TN 3% iy it A Ak
A.FE R 10 ming i M — P WG H abcam A F], 485
ab236583, — P BE LB A 1 2 2000 JHCE 4 °C VKA I
BB = H0.37 °C 20 min; 3.3~ T a BRI
(1:100) B EAFERBA 5 min, FARZEE YL, H kKK
W 5 0 R K s WS R R (H AR Olym-
pus 23 H) L, BIE DX3D) Mg e B 25 R, 45 B i Wi 2 0%
PR AEFEALACE B 7 FF 4, YKT6 8 G a3 3
FAE M AN, I E N IR Y aRE S
FH P4 40 2 o Bb P A . e e o 5 B T 4 AT RH 1 A
JfLE 43 VT 4 A 3 BT AR L 43 i 0~ <5 A S B
5~12 43 EBHYE . ¥ BRI PEA I & A FE 4. <<5% 0
5% ~25% 1 4y, >25% ~50% 2 4r. >50%~
T5% 343 =>T75% ~100% 4 43 ; #4 B8 Y (5 58 B 4% .
TEML O IREE 1 0 A5 E 2 40 6 3 5.

1 514 R 51
EIEY] FAG =30 KA
(bp)

IncRNA CASC9

i CAGCGTCCTCTACAAAGGCG 20

T ACAATCAGTTGACTCGTGAAGG 22
YKT6

i CGCTCATCGAAAGGCACTAGA 21

i GGCTGGGTAATGGATTGTAGC 21
GAPDH

i TGGTCACCTCAGTAGATACCAG 22

i CTCGCTCTAACAGAGACTCCA 21

1.2.3 FiFi  OSCC & M bi)a AThivs, LLIT8
FEL G B AT, B RE 5 B B) 5 4, B U5 8K & 2023 4
2H. B3~6 MHEA 1R, THBELEFRE, M
A RG-SR RE45H.

1.3 Zib2eab# SRS F SPSS26. 0 #4174
Wb, e Ll x s o, 4] A SR A s

FEAS ¢ K256, /02878 i LUSER ol A 40 R KR L 41 1H] He
R X K5 . Pearson 4 IncRNA CASCY
5 YKT6 mRNA FikHX M. kA Kaplan-Meier
A Log-Rank £ 4% 2% il Jf b 3 IncRNA CASCY.
YKT6 mRNA A:A7Fh2k . 2 H %58 il Cox H 4l
KU LR, P<<0. 05 B ZRAGITHFE X,

2 &% R

2.1  OSCC % 4 20U 9 55 41 21 IncRNA CASC9,
YKT6 mRNA F ik i OSCC ¥ 4l 21 IncRNA
CASCY9.YKT6 mRNA K ik 45K 3. 12 £ 0. 57,
2.69F0. 42, ¥ B & PR EHAL KRR K 1. 02+
0.25.1.1340.21), 2 % g it 2= & X (+ = 35. 386,
34.843,P<C0.05),

2.2 OSCC ¥ LA 5 H 40 YKT6 8K 3Rk
B OSCC A YKT6 & HBHIER N 81. 82 % (90/
110), B TS5 40419, 09% (10/110) ], 22 %4 4 it
2 Y (X =117.333,P<C0.05), WK1,

YKT6ZEH &

B1  OSCCRmARAMBEMHEL YKT6 EARE
(&AM, < 200)

2.3 OSCC 42 IncRNA CASCY 5 YKT6 mR-
NA FiEMKE R Pearson FIHr 45 5 . OSCC i 4l
41 IncRNA CASCY9 5 YKT6 mRNA ik 5 iF %
(r=0.788,P<C0.001),

2.4 OSCC AL ¥ IncRNA CASCY,.YKT6 mR-
NA S RPN R TNM 8 1~ IV i,
Koy 1k A ik 45 7 B 19 OSCC i 41 21 IncRNA
CASC9,YKT6 mRNA FikmT TNM 4 1 ~ 11
Wy oAl e Tk B 45 #  OSCC i 40 41 In-
cRNA CASC9.YKT6 mRNA ik, Z R A5 E
X (¥ P<<0.05), W2,

*x2 OSCC fEHLAHF IncRNA CASCH. YKT6 mRNA 5IGEKFEFMEN KR (2 L)

ZH n IncRNA CASCY ¢ P YKT6 mRNA ! P

P 0. 637 0.525 1. 454 0.149
% 65 3.1540.55 2.747+0. 40
ks 45 3.08+0.59 2.6240. 46

() 1. 308 0.194 1. 494 0.138
<60 63 3.062£0.52 2.6420. 39
=>60 47 3.2020. 60 2.7620. 45

Ji 98 ft R A% Cem) 0. 960 0. 339 1.762 0.081
<3 37 3.0540. 62 2.59+0.51
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&R 2 OSCC JEH A B IncRNA CASCI, YKT6 mRNA S RFBFEHER (7 +5)

S8 n IncRNA CASC9 t P YKT6 mRNA t P
>3 73 3.164+0. 54 2.74+0.37

T IR B 1.171 0. 244 0.723 0.471
FEF )2 70 3.0740.53 2.6720. 40
L2 BB 4 2 40 3.2040.61 2.7340.45

AR 11. 340 <<0. 001 22.572 <0. 001
Ak 74 2.7040.51 2.0940. 36
431k 36 3.98+0. 64 3.9240.47

TNM 43 11. 986 <20. 001 18.578 <20. 001
I~ 60 2.547+0.52 2.024+0. 38
I~ IV #1 50 3.8240. 60 3.4940. 45

WL R 2.426 0.017 18.263 <<0. 001
A 44 3.284+0.63 3.5840. 44
J 66 3.01+0.53 2.10+0. 40

2.5 IncRNA CASC9,YKT6 mRNA 5 OSCC # &
WG R 110 il OSCC B F Fi) 5 48, 3L T 47
B, 5 4E AR ARl 57, 27% (63/110), IncRNA
CASCY A IncRNA CASCY [k Fik4 5 4E R
A FE RN 44, 23% (23/52). 68. 97% (40/58),
YKT6 mRNA & A4 M YKT6 mRNA k%54 5
EEFUELE RN 41.51%(22/53) .71, 93% (41/57) .
IncRNA CASCY B %541 . YKT6 mRNA & Fik4l 5
4E EBUELERAE T IncRNA CASCY %3540 . YKT6

S}
%
%
ﬁ,*i 404 IncRNA CASC9
B, — ®Exa
----- fRFIAE
0 T T T T 1
0 12 24 36 48 60
B E (N A

mRNA LFREA . 27 F 5128 L (Log-rank X* =
7.080.,8.741,P=0.008.,0.003), WH 2,

2.6 OSCCHEEMFMZmMEZRE LI OSCC B # i
JEEfE=0. T =) R ZHE, LEEMEHNE
Cox [A] 9 £ 10 45 3 i 7R, IncRNA CASCY & % 3k,
YKT6 mRNA &k, TNM 208 I ~ IV ¥ . % 5 1k
FMAMELEERZE OSCC REHERBHE, WE
3.4,

e
i
# 40 4 YKT6 mRNA
% | — mEsa
----- e uy:|
0 T T T 1
0 12 2 36 48 60
BFiE] (A

& 2 Kaplan-Meier # 2§43 #7 IncRNA CASC9,YKT6 mRNA 5§ OSCC B2EWGH X &

x3 BEE Cox AL

% T B SE Wald X* p OR 95%CI

AR =60 % =1,<<60 % =0 0.242 0.113 2.502 0. 340 1.274 0.944~1.719
51 H=1.&r=0 0.168 0.131 1. 645 0.428 1.183 0.915~1.529
Jih 968 Fx R AR >3cm=1,<3cm=0 0.159 0.140 1. 290 0.568 1.172 0.891~1. 542
151 IR B MZEEAHA=1,5441=0 0. 380 0. 252 2.274 0.281 1. 462 0.892~2. 396
oA B Ko fb=1, 8o fk=o0 0. 395 0.113 12.219  <<0.001 1.484 1.189~1. 852
WREZE R H=1.F=0 0.476 0.163 8.527  <C0.001 1. 610 1.169~2.126
TNM 4334 M~N#=1,1~T#M=0 0. 560 0.182 9.467  <C0.001 1.751 1.225~2.501
IncRNA CASC9 mERBE=1.MLFKE=0 0.610 0.174 12.290  <C0.001 1. 840 1.309~2. 588
YKT6 mRNA B =1, =0 0.572 0.168 11.592  <C0.001 1.772 1.275~2. 463
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x4 Z [EE Cox BTSN
H % 8 SE Wald X* p OR 95%CI
IncRNA CASCY9 & ik 0.914 0. 286 9. 647 <20. 001 2.552 1.420~4. 455
YKT6 mRNA 7 #ik 0.564 0.232 6.675 <0. 001 1.754 1.125~2.534
TNM 53383 1l ~ IV 1A 0. 685 0. 241 8.079 <0. 001 1. 984 1.237~3.182
K51k 0. 841 0. 368 5.223 <<0. 001 2.319 1.127~4.770
A e SR 0.966 0.422 5.458 <<0. 001 2.797 1.233~5. 876
3 it it BT R R i AT 22 L IR B R e 7 i, i BB I R

I 98 2 — b EL A A 5 A2 28 1 1 B A P
Z 0T B A AR L T AR R TR g AL T K
K5 BT OSCC & WA O s 26/, |
Al OSCC ¥R 97 LFAR BALYY K 83097 S48 IR T
Sk AH T A0 TR A ) 45 R 2%, bk BRI I Y
TEER=E T I 25 5 B2 300 B0 Ak B o o 47 5% A% L E i
g AR . BAT TNM 4382 T 3R 4
OSCC B G 1) R 2R b5 AR I R A 5> Tt 4%
P8 bR M2 A 1R A0 S S bR, ME DL E B A RLPE A
OSCC #BHEmMHFE"" . Wi, FHRAEBIER OSCC #
O BT A R AR B T TR S IR R IR T B L
EK.

IncRNA CASCY J&—Fi K 85 dE 4i i3 RNA, =2 5
SAE SN A0 M 5 S AR Y R S 5 R R
L BN S o 2V, A BF 9T E B, IncRNA
CASCY 1B M B0 3t A, fE 0% 42 F S IR 1 5 40 i i) i
T W AL R AR IR 1 R 21 20 A R A A L S BUR 41
fl s B L 3T RS R 24 PR . AN BIF Y 5 R B OR .
OSCC #E2H4 IncRNA CASCY E£iEW B & T s 4
4, LR H G2 X (P<<0.05), X 5 CHk[ 14 3R 18
GER—E, AW — 2 UE S OSCC A 4L In-
cRNA CASCY F & . IncRNA CASCY {2 3# OSCC 1
KA. AR GE, PR S B ERKE T 2
mRNA 254 H A 2 7T L) IncRNA CASCY ) N6
L R A 1 07 25, 32 8 IneRNA CASCY i #a & M
PEIE T Ui OB S 2 (0 3235, 0 F R 4 T 1 4
B, A, IncRNA CASCY %355 OSCC B # TNM
o AR R B Rk EL S B A G, & B IncRNA
CASCY f # OSCC 1y g it &, A 2=H KM, In-
cRNA CASCY 1 i 22 / 75 2 B B / N\ Vi 5L 2h 9
A A R AR B 1k R 40 i & SCCL5 Al
CAL27 B A 38 5, 30 ) 0 A 3 100 40 B 0 o, i
OSCC 1 i Jeg o J& , T 76 B IneRNA CASCY 135
AL RS AT BAEE R
L, IncRNA CASCY i 5 40 M 4% b 1 % 5 300 1A
T CREB 25 & 8 A 45 A 852 R & 3k y2 5t
HJE s F 415 1 H3K27 & WAk &4 K S . iy L 38
JERG R W BE v2 i 3k A E R A0 Y 42 28 A
EEAELO O RBESE 45 9 B % . IncRNA CASCO 1 % ik
H 5 4FE BFAELERMET IncRNA CASCY R FIAH . %
B IncRNA CASCY # Bl TFA OSCC B34 1 #il )5 .
EH M IncRNA CASCY 5 HY OSCC 3 I

By o B IR 5 g 52 ki R AURS: . S EUR A R R AR
. %46, IncRNA CASCY R ReW |- 4 2 24 it 24
FER 3k, FRARXT S AZBE L B 8 R S 0y7 259 e e
)36 T A4 SRR R AT i 982 0l B 36 97 RO L 5 R i
RGBSR, SEEERARTRE .

YKT6 J& F SNARE ZJi% W bt o A0 X 4 F it i 24
23X 10°, HA & E N E . H N 3G Longin 2544
WA C i A9 SNARE 45 #3804 B 4F H . 8 s &/ 14
BHS . S 5ANR I R B RGE RYY . AFR R
WY, YKT6 78 9 55 % vk g vh 258 1A, RE AR 2 b
A EERS B TR ARG IR AR B Y AR ST 45 R
R, OSCC 4 4 YKT6 mRNA £k & & T
AL, 2R G X (P<<0.05), 5 LAfE#E 0
GELE AL H Sk (19 AN % A K 8 i 35 1 48 &
BERCHE PET ) YKT6 mRNA 7K F #4705, & fig xf
OSCC I Z YKT6 & I RBHATIUE, AW L
LB/ RNA-584-5p % # ) 98 % YKT6 mRNA
B & E 1 L A /N0 B A R R B/ RNA-584-5p ik F
W, 55 YKT6 mRNA F1 YKT6 & [ %5 T, #E
R 0 fi TR 20 B o 1 B AN AR 2B L AR BIF AT 45 R R .
TNM 53-8 1~ IV I3 AR 2 b A ik 45 5 78 1 OS-
CCEH Y YKT6 mRNA Fiki T TNM 08 T ~
113 & o 4 4k B TG ik B 25 5 B 19 OSCC i 41 41
YKT6 mRNA £ik, ZRAHITFE X (H P <
0.05), 478 YKT6 Rikfieif OSCC ybvedt g, A
W5l , OSCC My i e v YKT6 19335 LM, fig
%4 28 b g T R 85 b CD8 T bk L% 4 1% 3 30, A8
B 8 T ) R B T8 1, A i OSCC 40 g i 92 G 72 30k itk
KARFERNELE RS L B ah AR /NG B i 98 43 00 14 S 1 1
WP () YKT6 — 7 T B8 % 42 6 5 s 40 4l b M2
A 5 P 2 AL WO AR AR T R R 1 R
IR LA T R G e 0 R L A RE I AL AR 40 A A% Y T B
5 I ] 2ok R Sk W IR Ak, 2 W 4 R AOmE
P Ao 18 o, S S50 9 1 B g R L A I R 48 A AR
72l KRG 45 R R, YKT6 mRNA &£ ik4l 5
EEBUEERM T YKT6 mRNA K %54, #25
YKT6 mRNA fg ¥4l OSCC & #i G . 40 b H R
JYKT6 i3 35 RE 18 36 1L b oJss s m M CD4 ™ T itk
EXL 200 A, 34 56 i 98 X6 35 VAt U Ab T IR T T 2 L
AR BUGR . A H 2 002 R 245 1
FLIR I R A AP Z B, YKTe ik & T, H
FIE 0 104 558 i 245 A 5 35 PR K% i g T S TR 19 2 3k R AR
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PTF IR T A SR L T AE AR YKT6 19 3R 385 . I i

i%emawmg@ CRLTEVAR T M BURE . A BF
ZE W IR, OSCC 440 IncRNA CASCY 5 YKT6
mRNA%%ﬁz%Emaé(r:o. 788, P <C0.001), 4:#7F

HIJFH L IncRNA CASCY REWSAE N o0 F L 20245 5 T iF

/N RNA L WA/ RNA-383-5p 45, 4k fif 8 #2 YKT6

mRNA PFE M, 52 T UL R R ak . A B A

OSCC G 41 IncRNA CASC9 5 YKT6 mRNA 1
HLRA B AEHPLEA A R IR AR .

28 AR, OSCC 4 21 IncRNA CASC9.YKT6
FikTHE . IncRNA CASCY 5235 YKT6 mRNA &
Fik & OSCC B & WG fa b &, W 35 0] 4F R WAl
OSCC B3 W5 B B br B 8. AR5 s IR 7E T

ﬁﬂiiiﬁfd A S B RREAS I R S 56, LA X
AT IRA B AR R,
& % 3Tk
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