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Abstract:Objective To explore the clinical value of serum protein kinase N1 (PKN1), tumor necrosis
factor receptor superfamily member 4 (TNFRSF4), and DNA damage-inducible transcription factor 4
(DDIT4) in predicting lymph node metastasis and prognosis of patients with endometrial cancer. Methods A
total of 180 cases of endometrial cancer patients treated in Tangshan Maternal and Child Health Hospital from
October 2019 to October 2021 were selected as endometrial cancer group. In addition, 180 patients with benign
uterine diseases treated in this hospital during the same period were selected as the benign disease group,and
180 healthy patients who underwent physical examination in this hospital were selected as the healthy group.
The endometrial cancer group was divided into 42 cases with lymph node metastasis and 138 cases without
lymph node metastasis according to whether lymph node metastasis occurred. The patients were divided into
poor prognosis group and good prognosis group according to the follow-up results. The levels of serum PKN1,
TNFRSF4 and DDIT4 in each group were compared, the influencing factors of patient prognosis were analyzed
by Logistic model, and the predictive value of serum PKNI1, TNFRSF4 and DDIT4 on prognosis of patients
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was analyzed by drawing the receiver operating characteristic curve. Results Compared with the healthy
group,the levels of serum PKNI1 and DDIT4 in endometrial cancer group and benign disease group were in-
creased,and the levels of serum TNFRSF4 were decreased, with statistical significance (P<C0. 05). The serum
levels of PKN1 and DDIT4 in lymph node metastasis group were higher than those in no lymph node metasta-
sis group,and the levels of TNFRSF4 were lower than those in no lymph node metastasis group,with statisti-
cal significance (P<C0. 05). The proportion of poor prognosis group with low differentiation degree, positive
lymphovascular space invasion and myometrial infiltration =>1/2 was higher than that of good prognosis
group.and the difference was statistically significant (P<C0. 05). The levels of serum PKN1 and DDIT4 in the
poor prognosis group were higher than those in the good prognosis group,and the levels of TNFRSF4 were
lower than those in the good prognosis group.with statistical significance (P <C0. 05). Serum PKN1,DDIT4,
LVSI and myometrial infiltration were risk factors for the prognosis of endometrial cancer,and serum TN-
FRSF4 was protective factor for the prognosis of endometrial cancer (P<C0. 05). Serum PKN1, TNFRSF4 and
DDIT4 combined predicted the prognosis of patients with endometrial cancer more effectively than each serum

index alone (P<C0. 05). Conclusion Serum PKNI1, TNFRSF4 and DDIT4 are related to lymph node metasta-

sis and prognosis of patients with endometrial cancer,and have high predictive efficacy for patient prognosis.
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Expression of serum miR-126 and miR-132 in patients with sepsis complicated
with ARDS and their relationship with disease outcome”
WU Mengdi sDING Sheng
Department of Emergency Internal Medicine ,Lianyungang First People's Hospital ,
Lianyungang ,Jiangsu 222000,China
Abstract: Objective To explore the expression of serum microRNA (miR)-126 and miR-132 in patients
with sepsis complicated with acute respiratory distress syndrome (ARDS) and their relationship with disease
outcome. Methods A total of 106 patients with sepsis complicated with ARDS admitted to a hospital from
January 2021 to July 2023 were selected as the study group,another 110 patients with simple sepsis in the hos-
pital in the same period were selected as the control group. Real-time fluorescence quantitative PCR was used
to detect the relative expression levels of miR-126 and miR-132 in serum of all subjects. 106 patients with sep-
sis complicated with ARDS were divided into survival group (n =65) and death group (n=41) according to
the prognosis of the disease after 28 days’ treatment. The relative expression levels of miR-126 and miR-132 in
serum of all groups were compared. Receiver operating characteristic curve was drawn to analyze the prognos-
tic value of serum miR-126 and miR-132 in patients with sepsis complicated with ARDS. Multivariate Logistic
stepwise regression was used to analyze the risk factors of disease outcome in patients with sepsis complicated
with ARDS. Results The relative expression levels of miR-126 and miR-132 in the study group were lower
than those in the control group,and the difference was statistically significant (P <C0. 05). The relative expres-

sion levels of serum miR-126 and miR-132 in the death group were lower than those in the survival group,and
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