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Relationship between serum HMGB1.GP73,1L-37 and HBV-DNA
load in patients with HBV-ACLF and their prognostic value”
LIU Xiuhong',SONG Qingling’ .GUO Miao' \WANG Cong' ,LEI Daxin'"
1. Department of Clinical Laboratory ,980th Hospital ,PLA Joint Logistic Sup port
Force ,Shijiazhuang s Hebei 050000,China ;2. Department of Laboratory
Pathology ,Lintong Rehabilitation and Nursing Center of Joint Logistic
Sup port Force s Xi'an sShaanzi 710000 ,China

Abstract: Objective  To investigate the relationship between serum high mobility group protein Bl
(HMGBI1) ,Golgi protein 73 (GP73) ,interleukin-37 (I1L-37) and HBV-DNA load in patients with hepatitis B
virus-associated chronic plus acute liver failure ( HBV-ACLF) and the value of predicting prognosis.
Methods A total of 112 HBV-ACLF patients from the 980th Hospital of PLA Joint Logistic Support Force
from July 2018 to July 2023 were retrospectively analyzed,and were divided into death group (7 =42) and sur-
vival group (7 =70) according to the clinical outcomes of HBV-CALF patients within 90 days after admis-
sion. The clinical data and serum levels of HMGB1, GP73 and I1.-37 of the two groups were compared, the
prognotic factors of the HBV-CALF patient were analyzed, and the relationship between serum HMGBI,
GP73 and 11.-37 and HBV-DNA load was analyzed. The prognostic value of serum HMGB1.,GP73 and 11.-37 in
HBV-CALF patients were evaluated. Results There were significant differences in disease stage, peritonitis,

hepatic encephalopathy, pulmonary infection, HBV-DNA load and MELD score between the death group and
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the survival group (P <C0. 05). Serum levels of HMGB1, GP73 and 1L.-37 in death group were higher than
those in survival group (P <C0. 05). Disease stage, peritonitis, hepatic encephalopathy, pulmonary infection,
HBV-DNA load, MELD score and serum HMGBI1.,GP73 and 11.-37 levels were all independent prognoses of
HBV-ACLF patients (P<C0. 05). The levels of serum HMGB1,GP73 and 11.-37 in HBV-ACLF patients were
negatively correlated with HBV-DNA load (P <C0. 05). The area under the curve (AUC) values of serum
HMGBI1,GP73 and 1L-37 in predicting the prognosis of HBV-ACLF patients were 0. 781,0. 790 and 0. 782, re-
spectively. The AUC value of the combined prediction was the largest (0. 944),and the sensitivity and speci-
ficity were 86.33% and 91. 43 % ,respectively. Conclusion Serum HMGB1,GP73 and IL-37 levels are closely
related to HBV-DNA load and prognosis of HBV-CALF patients, and the combined detection of these three

indexes is helpful to improve prognosis prediction efficiency.

Key words: chronic acute liver failure;
tein 73; interleukin-37; HBV-DNA load
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