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TAP63Y gene regulates Coll0al gene expression and chondrocyte differentiation and maturation”
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Abstract: Objective To investigate the in vitro function of TAP637Y gene on Coll0al gene expression and
chondrocyte hypertrophic differentiation and maturation using the MCT and ATDC5 chondrocyte cell models.
Methods Expression of TAP63Y gene and Coll0al gene in these two proliferative or hypertrophic cells were
examined using qRT-PCR. The effects of TAP63Y gene on Coll0al gene expression were evaluated using gene
transfection to over-express or inhibit TAP637y gene in MCT and ATDCS5 cells. The in vitro effects of TAP63Yy
gene on chondrocyte differentiation was determined by using alcian blue,alkaline phosphatase and alizarin red
staining,and analysis the positive staining area of the TAP63Y gene expression plasmid cell stably transfected
cell (the objective group) and the control cell (the control group) lines after cell induced culture for 4,7,14
and 21 days. Results When compared with their proliferative chondrocyte, TAP63Y gene and Coll0al gene
expression in hypertrophic MCT and ATDC5 cells were significantly up-regulated. It leaded to significant
down-regulation of Coll0al gene expression when inhibition of TAP63Y gene in MCT and ATDC5 cells, while
over-expression of TAP637Y gene resulted in significant increase of Coll0al gene. Alcian blue staining showed
the strongest staining intensity in day 7,but the objective group and the control group had no obvious differ-
ence. In the induced culture of day 21, objective group showed stronger staining intensity than control group

by alkaline phosphatase staining,alizarin red staining did not see the difference. Conclusion TAP637Y gene is
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consistent with Coll0al gene expression in both chondrocyte models. TAP63Y gene promotes chondrocyte hy-

pertrophic differentiation. TAP63Y gene may constitute a novel mechanism for regulating Coll0al gene ex-

pression together with several transcription factors,and thus affect bone development and chondrocyte matu-

ration in related skeletal diseases.
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