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Analysis of CYP2C19 % 2 and * 3 locus gene polymorphisms in elderly Han population of Hubei”
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Abstract : Objective
phisms genotypes of CYP2C19 gene in Hubei elderly population,and compare the differences of the distribu-

To investigate the distribution of CYP2C19 % 2, * 3 locus single nucleotide polymor-
tion of CYP2C19 * 2, * 3 locus in different genders, regions and nationalities in China. Methods The geno-
types of CYP2C19 * 2 and * 3 locus polymorphisms in 1 036 elderly Han population in Hubei were geno-
The frequencies of CYP2C19 * 2 and % 3 locus were
31.95% and 5.12% in elderly Han population in Hubei,there was no significant difference on genotype distri-

typed by PCR fluorescence probe method. Results

bution among different genders (X*=2.56,P =0.77). There was no significant difference on CYP2C19 geno-
type distribution between Hubei and other 9 areas included Yunnan (P >>0. 05). Compared with that in Han
population,the CYP2C19 gene distribution in Uygur, Hui, Mongolian, Dong, Salar and Kazak population were
significantly different (P <C0. 05). Conclusion The frequency distribution of CYP2C19 * 2, * 3 locus geno-
types was not affected by gender,but there were some differences among different nationalities.
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