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Abstract: Objective To establish a duplex polymerase chain reaction combined with lateral flow (PCR-
LF) assay for detecting of drug resistance gene Klebsiella pneumoniae carbapenemase (KPC)and New Delhi
metallo-B-lactamase (NDM). Methods The specific primers were designed on the basis of conserved regions
of KPC and NDM. The duplex PCR combined with lateral flow assay was built by optimized the reaction con-
ditions. Clinical samples were tested by the duplex PCR-LF to evaluated the performance of this assay.
Results The duplex PCR-LF assay was successful for the detection of two carbapenemase genes,with limits
of detection of 200 CFU/mL for KPC and NDM. There was no significant difference between the results of
duplex PCR-LF (genotype) and the results from antimicrobial susceptibility testing (phenotype) in the detec-
tion of 120 clinical sterile body fluid samples (P>>0. 05) ,and the Kappa value of the consistency test was 0.
644 ,indicating a good consistency between the two methods. Conclusion The duplex PCR-LF could be used
for rapid and effective detection of the drug-resistance genes KPC and NDM, and which is of great significance
for guding clinical drug and monitoring the spreading of carbapenems-resistant bacteria in the hospital.
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