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Abstract: Objective To investigate the diagnostic value of bronchoalveolar lavage fluid (BALF) met-
agenomic next-generation sequencing (mNGS) in pulmonary infection in children. Methods The clinical data
of 109 children with pulmonary infection who were hospitalized in Gansu Provincial Maternal and Child Health
Hospital from March 1,2023 to March 1,2024 were analyzed. BALF was collected for the etiological detection
of mNGS, and the results were compared with those of conventional microbiology testing (CMT).
Results The detection rate of BALF mNGS in 109 cases (96. 3%) was higher than that of CMT (66.1%),
and the difference was statistically significant (P<C0.01). A total of 280 strains of pathogens were detected in
BALF mNGS and 130 strains were detected in CMT. Compared with CMT, mNGS could detect more patho-
gens,especially the detection rate of viruses is much higher than that of CMT. Among the 70 mNGS and CMT
double-positive samples,42 cases were completely or partially matched with the results of mNGS and CMT,
48% of the matched samples were Haemophilus influenzae, 19% were Mycoplasma pneumoniae, and 17 %
were Streptococcus pneumoniae. The pathogenic bacteria characteristics of BALF mNGS in children with se-
vere pneumonia were analyzed. The detection rates of Haemophilus influenzae, Parainfluenza virus and Human

metapneumovirus in children with severe pneumonia were higher than those in children without severe pneu-
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monia,and the differences were statistically significant (P <{0. 05). In the comparative analysis of BALF
mNGS detection results between full-term normal weight children and premature low weight children with
birth information,it was found that the detection rate of Pseudomonas aeruginosa mNGS in premature low
weight children was higher than that in full-term normal weight children, and the detection rate of Pseudo-
monas aeruginosa mNGS in premature low weight children with complications was higher than that in prema-
ture low weight children without complications,and the differences were statistically significant (P <Z0. 05).
The detection rate of Mycoplasma pneumoniae mNGS in full-term normal weight children was higher than
that in preterm low weight children, and the detection rate of Mycoplasma pneumoniae mNGS in full-term
normal weight children without complications was higher than that in full-term normal weight children with
BALF mNGS has a

higher microbiological assay in children with pulmonary infection positive rate of detection,especially for severe infec-

complications,and the differences were statistically significant (P <0. 05). Conclusion

tions and complex cases,and BALF mNGS is an important supplement to routine etiological detection.
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