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Value of serum FAM19A5 and vitronectin in evaluating the degree of coronary
artery disease and major adverse cardiovascular eventsin patients with
coronary heart disease complicated with heart failure
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Abstract: Objective  To explore the value of serum family with sequence similarity 19 member A5
(FAMI19A5) and vitronectin in evaluating the degree of coronary artery disease and major adverse cardiovas-
cular events (MACE) in patients with coronary heart disease (CHD) complicated with heart failure (HF).
Methods From March 2022 to March 2023,120 patients with CHD complicated with HF in this hospital were
collected as the study group.and 76 healthy individuals who underwent physical examination in the hospital
were as the control group. Patients in the study group were divided into mild group (41 cases), moderate
group (59 cases) and severe group (20 cases) according to Gensini score and degree of coronary artery dis-
ease. Meanwhile, they were divided into MACE group (36 cases) and non-MACE group (84 cases) according
to whether MACE occurred 6 months after treatment. Serum FAMI19A5 and vitronectin levels were detected
by enzyme-linked immunosorbent assay (ELISA),and the correlation between serum FAMI9A5 and vitronec-

tin levels and Gensini score in CHD patients with HF was analyzed by Pearson method. Multivariate Logistic
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regression was used to analyze the influencing factors of MACE in CHD patients with HF,and receiver operat-
ing characteristic (ROC) curve was used to evaluate the predictive value of FAMI19A5 and vitronectin for
MACE in CHD patients with HF. Results

decreased (P <C0. 05), and the serum vitronectin level was significantly increased (P <C0. 05). The serum

The serum FAMI19AS5 level in the study group was significantly

FAMI9AS level in severe group was significantly lower than that in mild and moderate groups (P <C0.05),
and the serum vitronectin level was significantly higher than that in mild and moderate groups (P <C0. 05).
The serum FAMI9A5 level in MACE group was significantly lower than that in non-MACE group (P <<
0.05) ,and the serum vitronectin level was significantly higher than that in no-MACE group (P <C0. 05). Ser-
um FAMI19AS5 level in CHD patients with HF was negatively correlated with Gensini scores (r=—0. 755,
P<C0.001) ,and vitronectin level was positively correlated with Gensini scores (r =0. 697, P <{0. 001). The
risk factors for MACE in CHD patients with HF were cardiac function grade Il — IV ,decreased FAM19AS5 lev-
el,increased LDL-C, vitronectin level and Gensini scores (P<C0. 05). The area under the curve (AUC) of ser-
um FAMI9A5,vitronectin and the combination of FAMI19A5 and Vitronectin were 0. 882,0. 877 ,and 0. 962,
respectively, which were superior to the AUC of FAMI19A5 and Vitronectin alone (Z=2. 612,2. 188, P =
0.009,0.029). Conclusion The serum levels of FAMI19A5 and vitronectin are significantly correlated with the
degree of coronary artery disease in CHD patients with HF,and the combination of Fam19A5 and Vitronectin
has a high predictive value for the occurrence of MACE.
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KE LB (7 +s5)

21 51 n FAMI19A5(ng/mL) vitronectin(pg/mL)
X AL 76 2.2340.45 32.7544.78
ek 120 1.69+0. 23 73.15+8.97

t 11.069 36.127

P <<0. 001 <0. 001

2.2 OR[E AR 3l ko 42 & B CHD & JF HF &35 1l
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Fo PR A, R AL E FAMI9AS 7K S BH & [ AIK
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21 5 n FAMI19A5(ng/mL) vitronectin(pg/mL)
B 41 1.94+0. 34 63.24+7.78
AR 59 1.6240.19° 75.42+8.41°
EEA 20 1.38+0.12* 86.79413.03"
F 39. 942 48. 313

P <20. 001 <20. 001
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415 n  FAMI9A5(ng/ml)  vitronectin(pg/mL)
Jt MACE 4 84 1.80+40. 25 68.54+38. 39
MACE #H 36 1.43+0.19 83.91+10. 31

¢ 7.944 8.571

P <<0. 001 0. 001

2.4 MACE 457 MACE 4 8 % It K % R H ¢
W4 5B 0 I B4 2% . Gensini ¥E43 . LDL-C 7K F M 55
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PR 0.360  0.549
% 44(52. 38) 21(58. 33)
o 40(47. 62) 15(41. 67
AR () 65.3847.81 65.5147.95  0.083  0.934
IR (kg/ m®) 23.78+2.59 23.93+£2.72  0.286  0.775
W2 AR B 36(42. 86) 21(58. 33) 2.420  0.120
oINS 34(40. 48) 20(55. 56) 2.315  0.128
FRAg MM 36(42. 86) 23(63.89) 4,460 0.035
WEIRIF 37(44. 05) 24(66. 67) 5159 0.023
LIREIT R 35.092 <<0. 001
|IE22 42(85.71) 7(14.29) 35.092 <<0.001
112 37(78.72) 10(21. 28)
3 5(20. 83) 19(79.17)
TG(mmol /L) 1. 6220, 25 1.73420. 36 1,924 0.057
TC(mmol/ L) 6.56+2. 24 7.43+2.45 1.895  0.060
HDL-C(mmol/L) 2.78+1.17 2.3241.61 1755  0.082
LDL-C(mmol/L) 3.2641.20 4,7242.05 4,876 <<0. 001
Gensini P43 43.56+12.87  70.064-16.19  9.545 <<0.001
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x5 I CHD &3 HF E& % 4 MACE B E EZE Logistic B34

A8 & B SE Wald P OR 95%CI

1= g 1A 0.454 0. 244 3. 466 0.063 1.575 0.976~2. 541
Wl PR 0. 357 0.215 2.757 0. 097 1.429 0.938~2.178
LIRS G 0. 360 0.162 4. 932 0.026 1.433 1.043~1. 969
Gensini #-43 0.771 0.309 6.234 0.013 2.163 1.180~3. 964
LDL-C 0.363 0.178 4.165 0. 041 1.438 1.014~2.038
FAMI19A5 —0. 445 0.169 6.925 0. 009 0. 641 0.460~0. 893
vitronectin 0.498 0. 201 6. 147 0.013 1. 646 1.110~2. 441
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HEWE 0.962 — 0.911~0.989 97. 22 85.71 0. 829
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