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Abstract: Guanylate binding protein subunit -2 (GNB2) is an important part of G protein family. In the
process of cell signal transduction, GNB2 plays a structural support and regulatory role in G protein complex,
ensuring the correct transmission and amplification of signals,interacting with receptors and regulating vari-
ous effector enzymes and ion channels, and mediating a variety of physiological functions. Therefore, GNB2
plays a key role in cell signaling,and participates in the regulation of cell proliferation,differentiation and mi-

gration and other biological processes. This article reviews the research progress of GNB2, focusing on its

structure,function,regulatory mechanism,disease correlation and importance in tumor research.
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