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Abstract : Objective To investigate the expression and prognostic value of microRNA-29b-2-5p (miR-29b-
2-5p) and syntaxin 16 (STX16) in hepatocellular carcinoma (HCC). Methods The cancer tissues and adjacent
tissues of 88 HCC patients diagnosed in Nantong Tumor Hospital from January 2013 to September 2020 were
collected. The expressions of miR-29b-2-5p and STX16 in cancer tissues and adjacent tissues were analyzed by
real-time fluorescent quantitative PCR. The expression of STX16 protein in cancer tissues and adjacent tissues
were analyzed by immunohistochemistry. Pearson correlation analysis was used to analyze the correlation be-
tween miR-29b-2-5p and STX16. Non-parametric X* test was used to analyze the relationship between the ex-
pression of the two proteins and clinicopathological parameters,and Kaplan-Meier survival curve was used to
analyze the relationship between the expression of the two proteins and prognosis. Results The relative ex-
pression level of miR-29b-2-5p was 0. 780(0. 351,1. 708) in cancer tissues and 1.014(0. 458,3. 124) in adja-
cent tissues in 88 HCC patients. The relative expression level of miR-29b-2-5p in cancer tissues was signifi-

cantly lower than that in adjacent tissues (P =0. 012). The relative expression level of STX16 mRNA was
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0.775(0.406,0.946) in cancer tissues and 0. 368(0. 080,1. 301) in adjacent tissues in 88 HCC patients. The
relative expression level of STX16 mRNA in cancer tissues was significantly higer than that in adjacent tissues
(P<C0.01). Immunohistochemical results showed that STX16 was expressed in the cytoplasm,and the expres-
sion of STX16 in cancer tissues was higher than that in adjacent tissues (P <C0. 05). The expression of miR-
29b-2-5p in cancer tissues was related to cancer stage (P<C0. 05) ,and the expression of STX16 was related to
cancer stage and alpha-fetoprotein (P<C0. 05). Patients with low miR-29b-2-5p expression had a shorter over-
all survival (OS) than those with high miR-29b-2-5p expression,and patients with high STX16 expression had
a shorter OS than those with low STX16 expression (P<C0. 05). Conclusion The expression of miR-29b-2-5p
is low and STX16 is high in HCC tissues. The combined detection of miR-29b-2-5p and STX16 can effectively

evaluate the prognosis of HCC patients.

Key words: hepatocellular carcinomaj;

JHF 40 A g CHCC) S 5 U B 52 4 0 M if g, 29 5 BT
FE) 909, ERAET- RN 8. 3%, K H: & A4k FE Ik
W H A J% WG A 5 AR AR A R R UL L KL A
WA LR BB 1) B AR Y 9 A G o T R IR R R 2
Wi, WS A o7 A H) R 4R K BE . JE 48 B RNA
(ncRNA) & — A g i 25 11 T A RNA, 7] o 98 75
SR EKES 5 Mo &S &R o o
RNA(miRNA) & — KK Hh 21~ 23 A R 17N
5+ F neRNA, miRNA & —48“ %I &7, 5 I &
A HE SR R R R R I AT OO R — e A
(S S MBS W L AT T TR A 07 1) T R ek 988 1 43
HUE N RNA-29b-2-5p (miR-29b-2-5p) 7F i i
S AL T R R AR L HTE HCC 5T
B/ EET I, AP M miRNA . mRNA E R 3 4
JERTHA T miR-29b-2-5p K HAUAH LD 5 fi il 5 2
FIB 16 (STX16)7E HCC " (1) F 3k 15 B, 1 H 5 1k IR 9
FSH WG I E R R ZFAE HCC WA TS M.,
1 BREFE
1.1 — %R BEEC 2013 4E 1 H & 2020 46 9 I /g
T Be e 22 T RIR YT I 88 il HCC % M5t
X, Hop 5 77 il 4 11 B Al 30~76 L7
(57.51410. 39 % . G AFRHAE: (1) & AT AR A
AR5 (212Wr 2 it CT AR B FRAS A UE 5L 5 (3) AR A
KATHAST PR TT VIR YT 55 . HEBR AR . (D
A M 2R G R s (2) AT T R OIE A% AR OG5
IR R TEEE . AR 5T T A7 WF 58 X0 5 34 A1 H
[F] 25, O B C 2838 i e 38 T i g = B 8 P 2 B 25 it
(2022-059) ,

1.2 U257 AB-2720 ¥ 44 4% . ABI-7500 44
[ o3E B A e A Al QP-120 A B U1 A AL,
PH60 Mt R AL B 5 M IR HT A8 A 7, Trizol , 33 5 54k
5 A 2% E Thermo 2 Fl . AceQ™ Universal SYBR
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30~40 mg AL, B S5 M A 1 mL Trizol, TR
A1JG T 4 CHEEENLASBFEE 10 min, W H F WS A
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P45 H . miR-29b-2-5p i % 3¢ RT X359 )7 51 hy
5 -CTCAACTGGTGTCGTGGAGTCGGCAAT-
TCAGTTGAGCTAAGCCA-3", N & U6 F4l Ny 5'-
CTCGCTTCGGCAGCACA-3', STX16 mRNA i #%
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Primer1(10 pmol/L).0. 4 pl. Primer2(10 pmol/L) .
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g5 BH . B AR A bk 0 4, TEPHPE AN 1
I3 0~<26% BHIEA B 2 43,26 % ~ <51 % BH % 248
MIs3 43, 51% ~ << 76% [ BH¥E 40 M 4 4. 76% ~
100 %6 1) IoH 14 41 i .
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W COS)E XMy A AR 2 4 RBE T B b 7 A4 1 5 e
1.4 Sir=4 8 R SPSS25. 0 #1 Graphpad
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STX16 3'UTR Ky 608-614 V. 5

miR-29b-2-5p 34
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miR-29b-2-5p B4
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miR-29b-2-5p g
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(P=0.037) . W &EH (AFP, P =0. 015) A %, L

* 1,

*1 HCC fEHA STX16.miR-29b-2-5p RiZSIEKFESHHEZE (n)

miR-29b-2-5p STX16
i PR A 3 250 O EESLE » ikl CES ) »
(n=23) (n=165) (n=48) (n=40)

) 0.681  0.409 0.419  0.517
5 77 19 58 43 34
u 11 4 7 5 6

() 0.779  0.378 0.960  0.327
<53 39 12 27 19 20
>53 49 11 38 29 20

Ji 98 fx K A% Cem) 0.922  0.337 0.669  0.413
<5 46 14 32 27 19
>5 42 9 33 21 21

Ji 9 53 41 5.296  0.022 4.367  0.037
I~ 1 37 5 32 25 12
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R 3 (4 0.412  0.521 0.900  1.000
1 77 21 56 42 35
>1 11 2 9 6 5

JF 1D 90 1 5 5 7% 1. 0. 289 2.948  0.086
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H 10 4 6 8 2
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J 40 8 32 18 22
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AL R 1 0. 230 0.503  0.478
Jc 69 16 53 39 30
H 19 7 12 9 10

AFP(ng/mL) 0.681  0.409 5.893  0.015
<400 56 13 43 36 20
=400 32 10 22 12 20

2.5 miR-29b-2-5p, STX16 B A= 74 ¥ Kaplan-
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FIKH(P=0.016), WIE 4, 88 ffil HCC H # it 414
A TCGA ¥4 1 371 ) HCC & g 4 21 STX16
EFRIRAH R OS ¥ T STX16 K F k4 (P<<0.01),
W 5.6, MeAh. AT T miR-29b-2-5p I
STX16 -G xF 50 /5 40 K 1) (8 ¥ 88 1 HCC &
FREA L N 4 4, STX16 ik %35 H miR-29b-2-5p
fRFEIRL (A 41,14 ) ,STX16 K # 5 H miR-29b-2-
Sp A4 (B 41,34 ), STX16 & % ik H miR-
29b-2-5p Ik (C 4 31 fi) . STX16 %k H

miR-29b-2-5p K FIk 40 (D 40,9 Bi) . A fE Wi 45
PLRL.B A OS & Hfh 3 HEEK, D 401 OS 1F 4 4
rhig i (P =0.024), WK 7.
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B PRI — v R AEAE PSR A . BT miRNA 2
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mRNA BRI, M5 SRS A SF 1T A miRNA
i 505 RNA 456 178 B e o 72 vh & 45 19 fige sl 41
P o s i L IR A 63800 L AR SR g SR R
miR-29b-2-5p 5 STX16 mRNA 5 i 4 3¢ . ffi $i 4
B 45 AR 2] T RE .,

AWFSE K&, 88 il HCC 4 i 4 21+ Y miR-
29b-2-5p FIAME TIEHE AL, STX16 £ikm THHU
AU, 5804 PR 4518 — 20, $2 R miR-29b-2-5p 5 STX16
ZIE W REAEMEIEN. R 25 HCC Wik, &
L R R, HCC B 414 miR-29b-2-5p Ay %
K5 R WA 56, STX16 /Y 35 5 M 43 ] AFP
FiEA X, miR-29b-2-5p i RIKH M OS.STX16 1§
FIRAHM OS 43 5 K F miR-29b-2-5p ik & i& 4.
STX16 Rk . HS TCGA ¥ 4t —3. If
H = F B A B, miR-29b-2-5p % 2235 H STX16
RF BB OS KF ZFH HARIXIER T B OS, Fjiff
ZEEH R B MR R IR RE T B HCC B B A
K Il PR b ] 3 5k A — 3 8 K PE AR HCC B
55 15 0, LR IR miR-29b-2-5p B4 i X 25 A 4R
FFEIRIT A SGE R . HARTESE JAE STX16 A/
i miR-29b-2-5p M T A G EE H , B4R O UE S5 A7 4
B3 A0 PP 51 L (H 28 3 01 oKl 5 9 O & IR 8 48 I
STX16 Bl /& miR-29b-2-5p Ay B KK, — 3 Z 18] 19 7k
FHAIL R 7 J5 22 A 3R 56 b dk — 25 10 1F .

2 b ATk, A W5 M miRNA, mRNA & [ & 3
ANEEHAR T miR-29b-2-5p.STX16 7 HCC iy
SRNG5S G R LSRN 6 R 5 WU 1Y &
. AWFSEIE S T miR-29b-2-5p 5 STX16 #B 5
HCC BHE WG AL, “HBARM AT HCC BH B
S WL I AR A8 BSR4 L 1T A SOPE Al HCC 835 1) 7l
Jei X T R 1T 3697 1T R R $ 4 i IR YT A
B X, EARTFTE G A B g D, HORGE R B
T STX16 Al /E i miR-29b-2-5p MY W 7L #E KL A, JF:
AR IEAT S B0 UE o 2 18] VR AL, 28 386 78 I 2
43 50 Hh 4 B 58 3 AR AIF 5T i — 25 U A T BL
il .
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