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Abstract : Objective To investigate the predictive value of serum lactate dehydrogenase (LDH) level com-
bined with high-throughput sequencing in children with severe Mycoplasma pneumoniae pneumonia (SMPP).
Methods The clinical data of 99 children with Mycoplasma pneumoniae pneumonia (MPP) admitted to Hua-
zhong University of Science and Technology Union Hospital from October 2023 to March 2024 were retro-
spectively analyzed. According to the severity of the disease,the children were divided into mild group (33 ca-
ses) and severe group (66 cases). Spearman correlation analysis was used for correlation analysis, Logistic re-
gression was used to analyze the influencing factors of SMPP,and the receiver operating characteristic (ROC)
curve was used to evaluate the value of LDH in predicting SMPP. Results The level of LDH in the severe
group was higher than that in the mild group (P<C0. 05). The results of high-throughput sequencing showed
that the proportions of virulence positive and drug resistance gene A2063G mutation in the severe group were
higher than those in the mild group (P <C0. 05). Multivariate Logistic regression analysis showed that LDH
level and drug resistance gene A2063G mutation were related to the SMPP (P <C0. 05). ROC curve analysis
showed that LDH combined with high-throughput sequencing detection of drug resistance gene A2063G muta-
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tion had a high value in predicting SMPP, and the area under the curve was 0. 724. Conclusion

Serum LDH

combined with high-throughput sequencing detection of drug resistance gene A2063G mutation can be used as

an effective indicator to predict SMPP.
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genase; drug resistance genes
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