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Abstract: Objective To explore the prevalence of 9 respiratory pathogens from March 2023 to February
2024 ,as well as the detection efficiency of various methods for pathogens. Methods A retrospective analysis
was conducted on the detection of 9 pathogens in 38 948 patients who first presented with respiratory symp-
toms from March 2023 to February 2024 ,as well as the detection efficacy of nucleic acid,antigen,antibody and
other methods. Results Firstly,among 38 948 patients,a total of 8 345 cases (21.43%) were detected with at
least one pathogen,of which 8 158 cases (20. 95%) were detected with only one pathogen, and 187 cases
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(2.29%,187/8 158) were detected with two or more pathogens. The top three detection rates were SARS-
CoV-2 (20.37%) smycoplasma pneumoniae (MP,15.58%) and influenza A virus (IVA,10. 79%). Secondly,
among patients who detected at least one of the nine pathogens,the detection rate was 24. 94% in autumn,
21.45% in spring,18. 54% in summer,and 19. 22% in winter,and the difference in detection rates between
the four seasons was statistically significant(P<C0. 001). Thirdly,except for the relatively high detection rates
of SARS-CoV-2 in spring (51.24%) and summer (37.31%) .and the highest detection rate of IVB in winter
(11. 28 %) , the detection rates of other pathogens were highest in autumn. Fourthly, there was a statistically
significant difference in the total detection rates among the children group (31. 83%), the youth group
(12. 48%) s the middle-aged group (10. 70%), and the elderly group (12. 43%) (P <C0. 001). The detection
rates of 7 pathogens,including MP,IVA,Influenza B virus (IVB),syncytial virus,CP,adenovirus,and parain-
fluenza virus type 1,were highest in children,and there was a statistically significant difference in comparison
between different age groups(P < 0. 05). The detection rate of SARS-CoV-2 in the children group (3.45%)
was lower than that in other age groups (30. 90%,29.09%,32.16% ,P <(0. 001). There was no statistically
significant difference in HPIV-3 between different age groups(P =0. 478). Fifthly, there was no significant
difference in overall detection rate between male and female (P >>0. 05). However, the detection rates of MP
and CP in female were higher than those in male (P<Z0. 05),while IVA in male was slightly higher than that
in female (P =0.014). There were no significant differences in the detection rate of other 6 pathogens between
female and male (P>>0. 05). Sixthly,the detection rate of MP antigen was lower than that of MP nucleic acid
detection (P<C0.001) ,and the detection rate of MP antibody detection was lower than that of MP nucleic acid
detection (P<C0.001). The detection rate of MP antibody detection increased significantly with the extension
of time from initial symptoms to medical treatment (P<C0.001). Seventhly, the detection rates of antigen of
IVA.IVB,RSV and ADV were significantly lower than those of the corresponding nucleic acid (P<<0.001),
and the detection rates of nucleic acid testing for 4 kinds of pathogen was about 5 times that of the correspond-
ing antigen testing (4. 75—6. 25 times) . And the consistency of the detection rate between antigen detection
and nucleic acid detection was poor (Kappa =0.046—0. 239). Conclusion The prevalence of common respir-
atory pathogens from March 2023 to February 2024 exhibits certain characteristics. Moreover, the detection ef-
ficiency of different methods for pathogens varies greatly,and appropriate detection methods should be select-
ed based on a thorough understanding of their performance.

nucleic acid detection; antigen detection; anti-
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=3 AEMES S TR EREEEHZEL (n/n)]
9o JE AR % Z x* P
FERN 21.26(3 879/18 249) 21.58(4 466/20 699) 0. 590 0.443
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x* 32.961 84. 629 1652.263
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x6 BEAERIMSHERS MPRHENXRL Y (n/2)]
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r7 T ARG R A 4 Fh I OR 8 R TR R RO 3L EE ()
IVA-Ag IVB-Ag RSV-Ag ADV-Ag
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