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Analysis of Mycoplasma pneumonia nucleic acid detection results at a children’s
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Abstract:Objective To analyze the results of three nucleic acid detection for Mycoplasma pneumoniae
(MP) in children,and explore the epidemiological characteristics of MP infection as well as the features of dif-
ferent MP nucleic acid detection methods. Methods A total of 8 575 children who visited the hospital from
2018 to 2023 and had results from three different MP nucleic acid detection methods were enrolled as study
subjects. The differences in positive detection rates across different years, genders, and ages, as well as the
differences and consistency in positive detection rates among the different MP nucleic acid detection methods,
were analyzed. Results The positive detection rate of MP in 2020 and 2021 was lower than that in 2018,2019,
2022 ,and 2023 (P<C0.001). The positive detection rate of MP in male patients was lower than that in female
patients (P <C0. 05). The highest positive detection rate of MP was observed in aged 6 to <12 years,followed
by aged 12 to <18 years and aged 3 to <6 years,while the lowest rate was found in aged 0 to <3 years,with
a statistically significant difference (P<C0.001). The MP DNA fluorescent PCR method had the highest posi-
tive detection rate (23.15%) ,followed by the MP RNA isothermal amplification method (12. 82%) ,and the
MP RNA dual amplification method had the lowest positive detection rate (11. 67 %) , the differences were sta-
tistically significant (P<C0. 001). The consistency between MP DNA fluorescent PCR method and MP RNA i-
sothermal amplification method was relatively the best (Kappa=0.597,P<0.001),{ollowed by MP RNA i-
sothermal amplification method and MP RNA dual amplification method (Kappa =0. 564, P <0. 001), the
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consistency between MP DNA fluorescence PCR and MP RNA double amplification was the worst (Kappa =
0.466,P<C0.001). Conclusion The positive rate of MP decreased significantly in 2020 and 2021, and the posi-

tive rate of MP was the highest in 6 to <{12 years old. There were significant differences in the positive rate of

MP among different nucleic acid detection methods.
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