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£ 2021 F 5 Aizleigd ey 122 ) NMIBC &4, KA £z 444 m NMIBC /& 4842 NATI10,.PABPCI & & &
®h, RALEEXRTER A4 K F(QPCR) %0 NMIBC 72842 NAT10,PABPCI mRNA & EMT 3§47 &
ik, KB Pearson A8 X545 EMT 3§47 Snail, N 45 4 % (N-cad) , B & & (Vim)mRNA J#s A8 X M, KA
Cox ®J2 4 # NATI10,PABPC1 5 NMIBC i G 45 %X 2. £&HE NMIBC % 2142 NAT10 mRNA,PABPC1
mRNA ,Snail mRNA N-cad mRNA,Vim mRNA 2 & TR FAR, £2FA %7+ FE L (3 P<0.001),
NMIBC #4142 NAT10 mRNA.PABPC1 mRNA %5 Snail mRNA.N-cad mRNA,Vim mRNA %k 2 E48 %
(r=0.678.,0.702,0.711,0. 754.,0. 788.,0. 663, 3 P <C0.001), NMIBC %282 ¥ NATI10,PABPC1 a i % o
A 59.02%(72/122),60.66% (74/122) , F& F BB 5 H A 6.56% (8/122),4. 92% (6/122), NMIBC 9% 41 2%
+ NATI10.PABPCl et £ & TR FALR, £2F A% FE L X =76.176,85.995,3 P<0.001), T1 #1.
% %A NMIBC % # /& 2122 F NATI0.PABPCL faE £ & F Ta/Tis KA & F, ZFARITFEL Y P
0.05), NATI0 fadk2afe k20 NMIBC & 469 3 F R LR A A F A 48.61%(35/72).80.00% (40/50), £
A it # & L (LogrankX® =13. 780, P<C0.001), PABPCl fatZa A A A B H 3 F LA LR AEHFES
47.30%(35/74),83.33%(40/48) , £ 5+ B A % it % & L (Log-rankX* =11. 830, P=0.001), T1 #.Z &7,
NAT10 fa#,PABPCI a2 #n NMIBC g o9 £ B & . £it NMIBC &4 L+ NAT10,PABPCI & ik
LiA.5 EMT 47 2 E48 %, 5 NMIBC s 2 %48 %,
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Expression of NAT10 and PABPC1 in non-muscle invasive bladder cancer and their
relationship with epithelial mesenchymal transformation and prognosis”
LIU Donglai yMIAO Yongjie CHEN Sheng sWU Wenju ,WANG Jungi \CHEN Renfu®”
Department of Urology sthe Afiiliated Hospital of Xuzhou Medical Univesrity ,
Xuzhou ,Jiangsu 221000,China

Abstract: Objective To detect the expression of N-acetyltransferase 10 (NAT10) and polyadenylate bind-
ing protein cytoplasmic 1 (PABPC1) in non muscle invasive bladder cancer (NMIBC) ,and analyze the correla-
tion between them and epithelial mesenchymal transition (EMT) and prognosis. Methods A total of 122 pa-
tients with NMIBC treated in the hospital from May 2019 to May 2021 were selected. Immunohistochemistry
was used to detect the expression of NAT10 and PABPCI proteins in NMIBC tissues. Real time fluorescence
quantitative polymerase chain reaction (qPCR) was used to detect the expression of NAT10,PABPC1 mRNA,
and EMT markers in NMIBC tissues. Pearson correlation analysis was conducted on the correlation between
EMT indicators [ Snail, N-cadherin (N-cad) ,vimentin (Vim) mRNA]. Cox regression analysis was conducted
on the relationship between NAT10,PABPCI and prognosis of NMIBC. Results Compared with adjacent tis-
sues,the expression of NAT10 mRNA, PABPClI mRNA, Snail mRNA, N-cad mRNA, and Vim mRNA in
NMIBC cancer tissues was higher,and the difference was statistically significant (P<C0. 001). The expression
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of NAT10 mRNA,PABPCI mRNA in NMIBC cancer tissues was positively correlated with Snail mRNA, N-
cad mRNA,and Vim mRNA (r=0.678,0.702,0.711,0. 754,0. 788,0. 663, P<C0. 001). The positive rates of
NATI10 and PABPC1 in NMIBC cancer tissues were 59. 02% (72/122) and 60. 66% (74/122) ,respectively,
while those in adjacent tissues were 6.56% (8/122) and 4. 92% (6/122),respectively (X*=76.176,85. 995,
P<C0.001). The positive rates of NAT10 and PABPCI in NMIBC cancer tissues were higher than those in ad-
jacent tissues,and the difference was statistically significant (X*=76.176,85. 995, P<C0. 001). The positivity
rates of NAT10 and PABPCI in cancer tissues of stage T1,high-grade NMIBC patients were higher than those
in cancer tissues of Ta/Ti,low-grade patients,and the differences were statistically significant (P<C0. 05). The
3-year overall progression free survival rates of NMIBC patients in the NAT10 positive and negative groups
were 48.61% (35/72) and 80.00% (40/50) ,respectively,with a statistically significant difference (Log rank
X*=13.780,P=0.000). The 3-year overall progression free survival rates of PABPCI1 positive and negative
patients were 47, 30% (35/74) and 83. 33% (40/48).respectively, with a statistically significant difference
(Log rank X*=11. 830,P =0.001). T1 stage, high-grade, NAT10 positive,and PABPC1 positive were risk fac-
tors affecting the prognosis of NMIBC. Conclusion The expression of NAT10 and PABPCI in NMIBC cancer

tissue is significantly upregulated and positively correlated with EMT markers, which is correlated with poor

prognosis of NMIBC.
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B, AR E IR A 2 R R T,
mRNA i, 2B 5 40 i & & R R A kR A it
e, WEgE WL N of PABPCL 5 33k, HiE i
5 AGO2 MIEAEH , #3% Notch {5 5 18 #% , ¢ 8 i s
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1.2.1 NATI10 mRNA .PABPC1 mRNA } EMT %
HZiE W NMIBC J 41 20 Ko 55 41 20, iF ek rh F s
KA ZU RNA $#2 BOLHR & CGCR R B A | L 3845
AG21203, #it 5. 202324) 42 B4 21 &5 RNA, K &
RNA #4750 #% 5, Premix B 2 7 Fil H 0 @ H A
TAKARA /A7 (#8 %5 : RRO36A, 4t 5 :202105), fifi
JHAA 2R PCR 985X (35 [ QIAGEN 2 ], #°5 Quan-
ti TecO AT qPCR &M, 513G R H k-
AR AT ZR TR 1, R AE R cDNA
0.5 pL,SYBR Green Premix 5 pL, IE R [ 5 ¥4 0. 5
pL,DEPC 7K 3.5 pL, &M Z&AF:95 C 5 min,95 C
30 .62 °C 255,70 °C 32 s, 3% 40 MMEH ., LU PPIA R
WS AT 272" St LR I A X Rk i, B A
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1.2.2 NATI0 HH,PABPCl A £IL K H
Ao MU A% Z R R EE 12 h, A A
HL L4 mm BRI R .60 CEIRERES 1 h,
TR B BE Y SR W KA, & R 2T
(EDTA) (BT JEE W H 100 C & KB 15 min
B4, AR N 2 =00, W 3060 i i A AL S W 15
min FH TP U P 5 ST 0 L PBS Pk = L i s 1
100 He A% B Ak B NAT 10, PABPC1 — 41 TAE K (g
H 3¢ E Abcam 23 A, #2 5 : ab194297, ab233280, it 5 .

A21206,A21212) .4 ‘CIE B IEH - T N BRAR 13 4201k 1) Tl
PRic ) EPL R 0, FIRIFE 30 min, % 0T & e & 1Y
DAB Y& (3%, 86 B 20 B B8 7K . v vk i i 3 R, S B
(HARBMESAF, B . DX31) F gy @ s 1,
AT P ALIT4r, SL A 3 K, Yo im it 47 .
TEORN O RO N1 . EEO N2 Bl EN
34y, PHPEZRM LRI :0% ~5%H 0 4. >5% ~
25000 143, >250~50%0 2 43, >50%~T75% R 3
Gy >T5% R 4 4y . WIVEAY A AR AT B 25 G 04y (0~
12 93 ,0~2 43 A BAME . 3~12 43 R B .

*1 Sl (5 —3")

HN EE 58 B 151 4

NAT10 ATAGCAGCCACAAACATTCGC ACACACATGCCGAAGGTATTG

PABPCI1 AGTGGTCATCCTCCTACGGAC TGTACCTGGAATGCACATCCAT
N-cad CTTGCCTCGCTTTACGTGG GAAGTTGATGTAGGCGTAGCC

Vim TGCTGAATGACCGCAAAGTCT GGTTCTTCACGTAGATGTTGGT
Snail AACATCTACGTGAAGAACCTCCC CACTCAGCATTTTCCCAAACTG
PPIA CAGGCTCACCTCACTAACCAG GGTAGGGGTTGATTACAGGGT

1.2.3 B NMIBC BEAREHRMITZE
Wi A KGO BT . B2 A S RS R AR K
EH CT SRR B B8 M s e %5 . B2 i Rl R
JERT 2 A 3 AN AR 1L 3R 6 A 1 IR,
BEDIBOE R 2024 26 H ., o rBiE@n FARSGR, R
T WS 1 T 7 RS A L T HG SR AT I A R R I DE A BE 7
H NMIBC fif g i 5 (%) 15 100 Jie 96 i Jo . SRy i 9g R
Jo & % B R 1 B TR B E St O R A AE L D
NMIBC (3 H A S5 % g 1 Je sl bl 15 25 50 i) )
1.3 %it2#abs W GraphPad-Prisms8. 0 % {4 i
FFEAH K6 VR K, SR SPSS23. 0 8824 4 ot 47
BT, ihERERH o+t R A BRA ¢ A&
B tAr . IHECEOR DL E A R RN AR A X R R
Ib# ., EMT 45 #r A9 AH X M R H Pearson #H ¢ 43 7.
A7 58 BT R Kaplan-Meier i1 £ 53 #7. Cox [l 15 43
Br NMIBC 52 m A & . L P<C0. 05 N 25505
¥R,

2 % ES

2.1 #HZINATI10 mRNA,PABPC1 mRNA & EMT
fehrF 1k 4410 NAT10 mRNA, PABPCI mR-
NA.Snail mRNA . N-cad mRNA. Vim mRNA ik
m RS, 2R HA S ¥ E L (3 P<<0.00D),
W32,

2.2 NMIBC #4141 NAT10 mRNA ,PABPCl mR-
NA 5 EMT $5AR I AHEE  NMIBC #4141 NAT10
mRNA . PABPC1 mRNA 5 Snail mRNA ,N-cad mR-

NA.Vim mRNA £EEEMHE, ZRBRITFEX
(r=0.678.,0.702.,0.711.,0.754.,0. 788.0. 663, ¥ P <<
0.001),

2.3 #4141 NATI10.PABPC1 %35 NATI0 &
HAF 4l i #% . PABPC1 S H A TAI M. WK 1.
NMIBC ## 241 41 v NAT10, PABPC1 FH ¥ R 7 5 K
59.02%(72/122),60. 66 % (74/122) , Ji 55 4 241 53
h6.56%(8/122) 4. 92% (6/122), NMIBC ¥ 41 21
' NAT10.PABPCI [AVER Y & T 5 H L, 2 7 H
GiiteE X (XP=76.176.85.995,% P<C0.001),
2.4 NATIO.PABPCl A ESHIEKS K X
% T1H. 5% 5 NMIBC 84 41 %h NAT10,PAB-
PCl B & T Ta/Tis ALK B B H . 22 RAH G+
B X P<0.05), W3,

2.5 NATI0, PABPCL # ik X% NMIBC i J5 i 5
M 122 i) NMIBC & 3 B 15 v, & A g i g 47
i, e 4 % 30 4, 56 H 13 9], FE TS 4 L 3 4F B TG ik
JEAAF R (PFS) 2N 61, 48% (75/122) ., NATI10 P
A4 NMIBC & 1 3 4 B Jo ik e A 47 R h
48.61%(35/72),80. 00% (40/50) . 2 # A G il % &
Y (Log-rankX*=13.780,P<C0.001), PABPCI1 [HH:
BT B 3 A B0k B AR AE Rl 47.30%(35/
74),83. 33%0 (40/48) , 2% 5 A 4 it 2% B L (Log-rank
X*=11.830,P=0.001), WH 2,

2.6 Cox [FH4rHr NMIBC Hija#mHEZ%E L NMI-
BC R G A AR (1= . o=Toi#t ), L
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T A8 42 . NAT10,. PABPC1 H H 28 &, Cox PP M NMIBC s HEREZE, WLk 4,
mIE4 87 2. T1 8 =2 \NAT10 BHE . PABPCI

x2 NMIBC A4} NAT10 mRNA PABPCl mRNA B EMT $§#r KL (2 +5)

E X FEHL (n=122) Fa B (n=122) t P

NAT10 mRNA 2.84740.52 1.0140. 28 34,225  <C0.001
PABPC1 mRNA 2.4140.43 0.82+0. 23 36.014 <20. 001
Snail mRNA 3.2140.68 1.1240. 32 30. 717 <20. 001
N-cad mRNA 2.80+0. 39 0.93+0. 28 43.022 <20. 001
Vim mRNA 3.16+0.50 0.80+0. 20 48. 405 <20. 001
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hanviigy
s AL
2 IHRBIIY 4
r—
E 1 NMIBC AR
%3  NATI0.PABPCl 5 NMIBC s KBS E X &2 (%) ]
E1 n NAT10 FHE Xt p PABPC1 A x* P
AW () 0.519 0.471 1.058 0. 304
<60 49 27(55.10) 27(55.10)
=60 73 45(61. 64) 47(64. 38)
TE 5 1.724 0. 189 2. 660 0. 103
5 72 46(63. 89) 48(66.67)
%@ 50 26(52.00) 26(52.00)
A 1.550 0.213 1.890 0. 169
P 42 28(66.67) 29(69. 05)
i 80 44(55. 00) 45(56. 25)
Ji 98 de KA Cem) 2. 141 0.143 2.456 0.117
=2 46 31(67.39) 32(69.57)

<2 76 41(53.95) 42(55.26)
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HR3 NAT10.PABPC1 5 NMIBC RS A EE 7 (%)]
28 n NATI10 x* P PABPC1 a4 x* P
Jiyed %5 B 3.306 0.069 2.500 0.114
ok 84 45(53.57) 47(55. 95)
Z K 38 27(71.05) 27(71.05)
Ji 96 43381 26. 545 <0. 001 27.749 <0. 001
Ta/Tis ] 74 30(40. 54) 31(41.89)
T1 48 42(87.50) 43(89.58)
WA 9 26. 305 <<0. 001 20. 213 <<0. 001
S| 77 32(41.56) 35(45. 46)
[SE & 45 40(88. 89) 39(86.67)
s %100-
ﬂ E 80
&H @ié 60
ﬂ 40— NAT10 :ﬂj 404 PABPC1
Pof o gu]
s . E . . . . | 4 . IBF]TEE?HI | ] ' |
0 6 12 18 24 30 36 0 6 12 18 24 30 36
BfiE] (B) BfiE] (B)
& 2 Kaplan-Meier #1254 #T R E NAT10.PABPC1 EA %Kik NMIBC EEHNTEE R
F 4 ZEE Cox EASH
EES WA B8 SE Wald X* P OR 95%CI
fi g o3 3 1=T1 M ,0="Ta/Tis ¥ 0. 402 0.138 8. 496 <20. 001 1. 495 1.141~1. 959
9 B3 G 1=, 0 =1L 0. 385 0.102 14, 247 <<0.001 1.470 1.203~1.795
NATI10 1= AP, 0= [Pk 0. 362 0.143 6. 408 <£0. 001 1.436 1.085~1.901
PABPC1 1=[EPE, 0= [k 0.357 0.150 5.664 <<0. 001 1.429 1.065~1.917
3 it it T8 JB5 e st S A OC . A ST R BT B D8 b An i iy R

JE% e 9 2 et A9 1R PN B DR H L B T R
Il K |, NMIBC #9356 97 J5 206 4% 28 bR 38 185 bk i 9 1
B AR I 48 LLRYT SR BEIR YT 5 (1 NMIBC R & &%
e PSR EE AN RERERERIE. S
R FE R AR, BLR H AT IR 2109 0 B0 g 4
A2 A B F R4l NMIBC 25 1 s KU . H oK %5 &
B[R] 0 0 F RO FE TS PEAL 5 AR — 2 1Y
JBRSY . B BFSE NMIBC A 5 i J& i B, 4% A
i PFAl NMIBC & AR5 M Hil 5 % E 2

NATL0 2B AR BB, S 5
P mRNA R T A B0 L B0 EF 20 s 2 L B S 9
W R A0 38 45 A2 W 2 i 2. SONG %5 #f 58 & 1.,
NATI10 4 51 S WAL B TS AKT 15538 1% . 15 5
i Jed A & A EMUT, 412 3F B 9 Jmy 3 vk B 285 % 7% S
RSN ARBESE  , NMIBC th NATI10 %357 .
5 WANG %Y 1 58 245 5 — 80 HZ iF 58 NAT10 BH
PR R R, H R IR AT BB R % A0 5T B e R AR E DLL)Z R

BTiEiE 3 A LE L HHAEE S NAT10 A BAE A, 3
B NAT10 & [ g . Ml p21 mRNA Y N4-2 ik
MO, T 0 p21 (Y 33k, A2 HF 5 bk 98 20 A Y 3
SN, ARBESE L NATI0 £k 5 EMT 5454 .
HALH 7] B & NATI0 W B IE EMT Al %, fiE i
NMIBC 1y ik i . #F98 R B, NAT10 RE 98 i i 1
fnEEAL R R 7 81 mRNA YR @ v f 3 B & kK
AR HE AR EMT 2o B2, 5 58 240 i (9 1= 28 5 6 g
TP A AR I DR R AN R & B, NAT10 /55 2%
IRREREE HE SOX4, AKT1 mRNA ¢ N4-Z, BE i &
Wi K EEFR KOS EMT 8 8%, F I8 N-cad, Vim %
[ 5 P o 2 0 4 38 L R R R (R B R RS L AR
e, T1 8, 8 909 NMIBC % 41 21 NATI10
FIRE R, #28 NATI0 25 NMIBC 1 i Jgg i i .
AT IEHLE . NATL0 8 [H i 2 R 823 i A5 1Y 5 & it
R 2-FRES TRALBmREB IR 52 KR &
FIg 39 A B AE . NAT10 UL N4 2, Fik i 1 4 # i
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75 NOTCH3 mRNA 58 % 7 2k 4 k9 40 i
MR MR . ARBF5E , NAT10 B A9 NMIBC
BE LU RG22 . HIEH TR NATI0 68
i FEAIL NMIBC A J5 5l Bh Ak 7 997 20, 3 AR J5 b 9
R EERS IR . B ST 2R I L I I g v G0 A 68 B A%
¥ «B {55 38 #% . fid if p65 EH 25 NAT10 5 3 145
A BE NAT 10 19 %35, NAT 10 fig 98 {4 7 AHNAK
mRNA 552 # 1 40 V) (19 59 U1 I 5 H R 3k, 1 o
DNA #it i & B 11 . S EOWEAAL 7 TR 25V i T2 - .
PABPCl B —FfZ R HREGEN, HIENZ
AT R AR G 1) B SR R A AR 1 DG R AR L SR
mRNA 1 poly (A) & %o 57 ¥ Wil A% B2 il 1 K iR, B
A 5T E S, PABPCL & (M 76 8 i | 40 A 98 45 i 9@
W R R GE L S 5 R O R I 3 A L B RS R 24 1k
T B J2: T B VA iR R TS AR R . AR A
H1, NMIBC H* PABPC1 Rk [, ik 5 BEA: 2% & 75 5%
TR A M P R B ST A R — BT AR R e
JEA ML R T24 Ml 5637 H {7/ RNA-129-5p £ AT
P FECL T 403 N PABPC1 mRNA 1 %4 5 M &
A FBHN . PABPC B R 1L 335 165 e 88 20 e v
FE e LS 3 Pt / AK'T 3 % . £ 1 g bk g 200 i 1) S0
BaHET AWFSE T, NMIBC ' PABPC1 5 EMT ##
KA K., HFFE R, NMIBC 3k RNA PTK2
Ik, AT LS PABPCL 454, 158 41 2 (1 Y 5L 4k
fifi SET 45# 57 % 1 mRNA e &P % EMT
02 O (T 7 o ) N U AN S B N
Y, AR EGE . B PABPCL £k THaE , Hifg
454 P21 1AL S 1 mRNA, #58 P21 3% {6 1
mRNA i EME, R EMT k4,355 8% 4
WA RS . ABFFE H, PABPCL B4 19 NMIBC H
FWEE %, SRR L PABPCL A feil ot
4 Snail #9542 2 I ez 40 e EMT 19 & 4, 15 5
i 2 B 1Y e 50 15 28 R TR 2 45 5 A% 8 Ty 398 I 2 PR GE B
IO Je 33 P70 J o 200 ) 8 S A AU 3 AR S o 9
RN, WEE R WL B B B ERIR RNA STX6 fig &
PABPCI #HEAEH 340 Zeste FEHHMH] T 12 mRNA
() e ME RN B 3% 3K L A F 9 A0 R ST RS RN AR 28 L 3 A
958 A0 B X IR AR YT (it 20, S BURE R R B .
Zi F TR, NMIBC H' NAT10, PABPC1 /K - It
.35 NMIBC % Hil)5 W& M5, ImR L, w8
I NAT10.PABPC1 B3Rk A B T3FAh 835 i Bls .
Xt HEAT A BRI 2 WA YT, DA = AR A A T
Ji . X TR & NMIBC & %, °f 3 i £ il NAT10,
PABPCI 7KV, [a] i 45 & Il 96 43 39 Koo B2 03 9, R 5
HEAT 2 V0 BRI B 7 DL e B W8 2 ke R A
Bl AW IR AFAEAR L Z b, AR 5T Ry 20 op 0 A
I8 A A R, B U ) ) 4, 9 HLR BE X NAT 10,

PABPCI fig gt EMT By 53 T LA BEAT BF 5 . AR Be 7t
22 0 T IS P N DR S 6 [ B 8 Bl 52 56, 0 — 25
¢ NMIBC ' NAT 10 ,PABPC1 ik [l FRAA (.
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W OE.HN ®iTBEiLaZa5a% a9 A(GA/ALB S B KSR HBAFRILE S IEF(CHD) & H £ 4
S A FEBHPDBEGERNE., FiE ZARAN223FT7TAE2024 %6 AELBEEARERS AFHER
# CHD & # 3 337 4] 424 CHD £ % 2 F X 4 HF % % HF 244 & HF (Non-HF) 40, 4 %4 & % 6916 &

FHPEEETARERFATAGTFEL, ERARMNEIFTHELHE > GA/ALBAKF 5 CHD &% HF &

FREZ X FZR, @it 2XETEFIEBLFEE GA/ALB.GA R EH B @ {i(PLR) . £ ey
OB A (MLR) & CHD % %5+ 4 HF #9# W a4k, A A Logistic )2 547 274 GA/ALB K F 2+ CHD
BH HFARKRGERLZ . —FT UGS EENMALEROTmBEERA LA TN, R CHD &% HF
28 = Non-HF #2865 GA/ALB.GA.PLR.MLR ¥ 3544z, £ F A % it F &L (P<<0.05), GA/ALB K F %5
CHD 44 HF RIE 2L M X 42 ,% GA/ALB 10<<5. 751 8F,CHD % % HF X A RN & GA/ALB 3 e 7+
ZH(P<C0.001), GA/ALB & CHD %% HF A e B F., % B % Logistic @25 # 2 7.GA/ALB £
CHD &% 42 HF 9 L 2R &, A2 T GA/ALB xr#m CHD &% 4 4 HF & RE 2 K
Zit GA/ALBA CHD &% %4 HF #9135 B &, 5ml GA/ALB R-F 3 CHD &% % 4 HF A 444,
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Impact of GA/ALB on the prognosis of heart failure in patients
with coronary heart disease”
LIU Chenchen' \WANG Haoran',XING Huifang"*,LI Hongli' ,GUO Zhihong",
ZHANG Lele' .YANG Dong"* ,LIANG Hongping'**
1. The Fifth Clinical Medical College ,Shanxi Medical University , Taiyuan ,Shanxi 030012,
China ;2. Department of Clinical Laboratory sShanxi Provincial People's
Hospital , Taiyuan , Shanxi 030012,China
Abstract: Objective To explore the potential clinical value of the ratio of glycated albumin to albumin
(GA/ALB) in the occurrence of heart failure (HF) among patients with coronary atherosclerotic heart disease
(CHD). Methods A total of 337 CHD patients admitted to the Department of Cardiology in Shanxi Provincial
People's Hospital from July 2023 to June 2024 were selected in this study. CHD patients were divided into HF
group and non-HF group based on whether they progressed to HF. The clinical data and laboratory parame-
ters of the two groups were compared. Restricted cubic spline curve was used to analyze the relationship be-
tween GA/ALDB levels and the risk of HF in CHD patients. Receiver operating characteristic curve was applied
to evaluate the diagnostic efficacy of GA/ALB,GA,platelet to lymphocyte ratio (PLR) ,and monocyte to lym-
phocyte ratio (MLR) in CHD patients with the occurrence of HF. Logistic regression was used to explore the
relationship between serum GA/ALB levels and the risk of CHD patients occurrence of HF ,and to analyze the
degree of influence and stability of subgroup variables on results. Results There were statistically significant
differences in GA/ALB,GA,PLR,MLR,and other indicators between the HF group and the non-HF group in
CHD patients (P<C0. 05). A non-linear relationship was observed between GA/ALB levels and the risk of HF
in CHD patients. When the value of GA/ALB multiplied by 10 was less than 5. 751, the risk of HF in CHD pa-
tients increased with the increase of GA/ALB levels(P<C0.001). GA/ALB was an effective predictor for HF
occurrence in CHD patients. Multivariable Logistic regression model showed that GA/ALB was an independ-
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