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 E.BHHN Wit K#EHDEBEERERE D BAELEEAR 19(ncRNA CASC19) A ¥ # s RNA(miR)-
4190-3p/ BB FHEEG A2(HMGA2) #h 2+ 25 AW B (CRO) ¥ i i B B AL et e %, HiE 5
AEF B E & mie (FHC) # CRC 482 % (LOVO.HCT116,SW480),LOVO %1 L #L 4 4 Control 41 ., sh-
NC %8 ,sh-CASC19 #8 ,sh-CASC19+anti-NC 8 4= sh-CASC19 +anti-miR-490-3p #8, S w % b2 TR &84k
BB (qRT-PCR) # M IncRNA CASC19, miR-490-3p, HMGA2 mRNA 4 ik ; R & X & 8 5 B 42 0 IncRNA
CASC19 5 miR-490-3p & miR-490-3p 5 HMGA2 Z 18 9 £ % ; 20 Ji i+ 29X F] &-8(CCK-8) 5 I Fo 7 [& T A%, 5
oA 2m B 3G A AR A7 5 fm AR IR S I AE M) 4w I 3T A% A8 A ; Transwell 52 3646 M) 49 f0 12 22 48 /7 ; Western blot 52 %
Heml fm R AR RS AR £ B G (MMP2, MMP9) . HMGA?2 & G & ik ; £ AR 44 A= 8 B ve 4wl b 57 & 25 0%,
Z8 CRC @M%+ IncRNA CASC19 ## HMGA2 mRNA % i 7 &, W miR-490-3p & ik B4, B LOVO %
Ao IncRNA CASC19.miR-490-3p Z HMGA2 mRNA &2k 2 F %R 2% .48 LOVO #7548 £k, R
RHREHEIHEE 7.4 IncRNA CASC19, HMGA? /5,5 mimic-NC 2048 6, miR-490-3p mimic 2045 3% £ &
B iE M T B (P<<0.05), 5 sh-NC #= Control ZE48 1 ,sh-CASC19 28 LOVO e th 4% & L iE4 % &
£ % MMP2 MMP9,HMGA2 mRNA & & & & iz B4k, miR-490-3p & & & (P <C0.05) ;5 sh-CASC19 41,
sh-CASC19+anti-NC 2848 1t , sh-CASC19 + anti-miR-490-3p 28 LOVO g & & L%k 2B % 12 £
£ MMP2 ,MMP9,HMGA2 mRNA &% & % ik # &, miR-490-3p £ L KK (P<0.05), L kR
7,5 Control A48 ,sh-CASC19 48 LOVO 48 i 69 4L 75 & 25 B B M 3 e (P <<0. 05) ;3 5 sh-CASC19 4148k,
sh-CASC19+anti-miR-490-3p 28 LOVO %m R &9 4L 7 it 25 SR M AR (P <0, 05) ; BB — 40 , [ & SR "BV |
IR 4t 25 M SR B 64 38 e, LA T RGBT RAR (P <Z0. 05), £18  3UIK IncRNA CASC19 T i@ i 38 ¥ miR-490-
3p/HMGAZ2 #b , 49 4] CRC %0 fe3g 54 i 45, 3§ A AL 77 &F 25 o SRk b,
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Effect of LncRNA CASC19 on the proliferation, migration and chemotherapy resistance
of CRC cells by regulating miR-490-3p/HMGAZ2 signaling pathway "
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Abstract : Objective To investigate the effect of long non-coding ribonucleic acid cancer susceptibility can-
didate gene 19 (IncRNA CASC19) regulating the microRNA (miR)-490-3p/high mobility group protein A2
(HMGAZ2) axis on the proliferation, migration,and chemotherapy resistance of colorectal cancer (CRC) cells.
Methods Human normal colonic epithelial cells (FHC) and CRC cell lines (LOVO,HCT116,SW480) were
cultured. LOVO cells were randomly divided into Control group, sh-NC group., sh-CASC19 group, sh-
CASC19+anti-NC group and sh-CASC19 + anti-miR-490-3p group. The IncRNA CASC19, miR-490-3p and
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HMGA2 mRNA expression were detected by real-time fluorescence quantitative polymerase chain reaction
(qRT-PCR). The relationship between IncRNA CASC19 and miR-490-3p and between miR-490-3p and HM-
GAZ2 were detected by Dual luciferase assay. The cell proliferation ability was detected by cell counting kit-8
(CCK-8) assay and colony formation assay. The cell migration ability was detected by cell scratch assay. The
cell invasion ability was detected by Transwell assay. The cell metastasis-related proteins (MMP2, MMP9)
and HMGAZ2 protein expression were detected by Western blot assay. The chemotherapy resistance was detec-
ted by cisplatin and fluorouracil. Results The IncRNA CASC19 and HMGA2 mRNA expression increased in
CRC cell lines,and miR-490-3p expression decreased. The IncRNA CASC19,miR-490-3p and HMGA2 mRNA
expression in LOVO cells were the most significant, LOVO cells were selected for subsequent experiments.
The dual luciferase assay showed that,after the transfection of IncRNA CASC19 and HMGAZ2,compared with
mimic-NC group, the luciferase activity in miR-490-3p mimic group decreased (P<C0. 05). Compared with sh-
NC and Control groups,the survival rate,clone number, migration rate,invasion rate, MMP2, MMP9, HMGA2
mRNA and protein expression of LOVO cells in sh-CASC19 group were decreased, and the miR-490-3p ex-
pression was increased (P <C0. 05). Compared with sh-CASC19 group and sh-CASC19 + anti-NC group, the
survival rate,clone number, migration rate,invasion rate, MMP2,MMP9, HMGA2 mRNA and protein expres-
sion of LOVO cells in sh-CASC19 + anti-miR-490-3p group were increased, and the miR-490-3p expression
was decreased (P <C0. 05). The chemotherapy resistance experiment showed that, compared with Control
group,the chemotherapy resistance sensitivity of LOVO cells in sh-CASC19 group increased (P <Z0.05).
Compared with sh-CASC19 group, the chemoresistance sensitivity of LOVO cells in sh-CASC19 + anti-miR-
490-3p group was decreased (P<C0.05). In the same group,with the increase of the concentration of fluorou-
racil and cisplatin,the cell survival rate gradually decreased (P <C0. 05). Conclusion Knockdown of IncRNA
CASC19 can regulate miR-490-3 p/ HMGAZ2 signaling pathway,inhibit the proliferation and migration of CRC
cells,and increase the sensitivity of chemotherapy resistance.
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S5 (CRO) Ji 4 BROE MR B 45 8 A 8
W — HERFESBEMABEERA L. SEE
FERS AR TR 25 M & CRC M FH IR T I 5 0 5,
N A LT CRC KR KTt 25 59 45 F HLH . DL
% CRC WIRIT AR . K & 9E 4 15 4% 05 % 1R (In-
cRNA) & — 2K K B KT 200 % 1F 1R 1Y Ak 4 14
RNA, TC&H AR g5 6E 1, S5 2 Fh o 59 1) & 2
SR 97 T 2 0 AR L o B g vk 19
(CASC19) 42 — Ff & B IncRNA, BF 5% & B, In-
cRNA CASC19 7 CRC 421 fngn g v £k B % L.,
W R CRC 40 1 4= 28 38 B g B8 Ag 1, 2 i
CRC %4 & B, HAT % T IncRNA CASC19 7
CRC i A/E FHPLE v & 58 2 B B . /) RNA (miR-
NA) & IncRNA 4 & Z i H 7, 7 i 58 s, ZF
miRNA 25 CRC By & 4 & J&, o miR-490-3p 7¢
CRC 20 ifg v 22 A1 22 35, JH 1 ¢ 35 WT 0 559 968 40 1) 12
HIZZE e J1 . 0 8 E 19 2 KDY m T B R & G
A2(HMGA2)J& HMGA # R Z i i 5 2 — . JE #%
R WO I it 25 ()38 A A= bR W fE CRC i 3
RN RN M R T R RS . Rk HM-
GA2 fit #f CRC i # X 58 IR w5 0 (4 1k 97 i 25,
Starbase # 4 1 I & 78, miR-490-3p #1 IncRNA
CASC19 A LR M &5 &0 . 5 HMGA2 # 3" Bl i

X 3'UTR) f£7E B AME R F 51, B HEN IncRNA
CASC19 A B3 1 94 57 miR-490-3p/ HMGA2 i, 5%
M CRC #F & K fbyr it 251 . Bk, A58 B A3 1
IncRNA CASC19 38 3 % miR-490-3p/ HMGA2 %l iy
JEFE, DX CRC 9 3 55 . i % F Ak 7 T 25 1 1Y
A
1 #RlEHA%
1.1 EERMNSME ANEFSE LR EHC
Fl CRC 408 & (LOVO,HCT116 #l SW480) Ity [ 3
ATCC 2 ) ; RPMI-1640 85 37 35 (58 5 : SH30096)
e H 3% [E HyClone 2 w5 41 (CAS: 15663-27-1) K&
SR M BE (CAS:51-21-8) W A I ifg 22 58 ARk A AL Bl 2 i
Py R 7 5 WU ' 28 WA I 3 7] 85 (4845 . E1980) 1y
e 3 2 A (AL AW AR AT B2 ) 5 40 i 250 )
£-8(CCK-8) ik 7 & (575 . Co037) I H g 28 = K
A W4 ARG BR S W SDS-PAGE %8 I ) %1k 51 & (1%
FP1200) W H AL s R R R E A B A A fu ik
MMP-2 (42 5 ab92536) . MMP-9 (4% 5 ab76003)
HMGA2($%5:ab97276) .GAPDH ($ 5 ; ab9485) %
W E R (5 5 ab205718) Fl A Hi B
ab205719) 1 [ He & Abcam 23 7 ; BEFR L (5 Spec-
traMax M) [ 3£ [E Molecular Devices 2 &) ; it =0 40
MIAX (#145-. ZE5 Cell Analyzer) [ 26 E BIO-RAD
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1.2 ik

1.2.1  SEEPZEO0E & A B EE XX W (qRT-PCRO £
I CRC 40 i rf IncRNA CASC19, miR-490-3p, HM-
GA2 mRNA f3kik 4}t FHC.LOVO.HCTI116,

SW480 i FH %% 10 % it 4 1L 75 ) RPMI-1640 15 77 %,
HCE TR AR IR . SR ECAN I B RNA, #E4T RT-
PCR ¥ 4, L GAPDH.U6 HNZ, 2 % Jrik,
114 IncRNA CASC19.miR-490-3p . HMGA2 mRNA
FHXT R IR, BIFH A T A Y TR R K
AR AFR SR, 1T H0LE 1,

=1 Sl¥FFI(5 —3")

HN NsiE

RELRY)

IncRNA CASC19

CCTGGGTTAGAACCCTGCTG

TGGACAGCACCTTGAATGCT

miR-490-3p CGTGGATCCTTCTTCAACCAACGGTGGTG CCAGAATTCAAAGCAGGAAGAGTAAGACTTCC
HMGA2 ACCCAGGGGAAGACCCAAA CCTCTTGGCCGTTTTTCTCCA
U6 CTCGCTTCGGCAGCACA AACGCTTCACGAATTTGCGT
GAPDH GGAGCGAGATCCCTCCAAAAT GGCTGTTGTCATACTTCTCATGG
1.2.2 “M%sye Ko rd 5 4EFAE 6 FLMEE 3R 1.2.7  Western blot %1l 40 g 7 MMP2, MMP9

LOVO 41 Jits 56 #1143 20 &b B . Control 2H C(IE & ¥ 35) .
sh-NC 2 (%% 3¢ sh-NC), sh-CASC19 4 (%% J¢ sh-
CASC19) . sh-CASC19 + anti-NC 4 (sh-CASC19 #iI
anti-NC %% 94 ) | sh-CASC19 + anti-miR-490-3p 21
(sh-CASC19 il anti-miR-490-3p #:#E L) . # 1. 2.1
th qRT-PCR 25 B8 K 0 4% 2 20 B P IncRNA CASC19,
miR-490-3p. HMGA2 mRNA #xf £ik K ¥,

1.2.3 WREEMILZIKI IncRNA CASC19 5
miR-490-3p.miR-490-3p 5 HMGA2 Z [ E& £ 6
LR LOVO 40, % IncRNA CASC19, HM-
GA2 1y 57 A A g & 5L 2 1k (WT-CASC19, WT-
HMGAZ2) ., % 48 A iz 45 JE B 4 f&k (MUT-CASC19,
MUT-HMGAZ2) 43 %) 5 mimic-NC 3 miR-490-3p
mimic FLFEL B MM p ., 48 h 5 B i W 7¢ 6 Z Bl 46
I 57) B o 4% 2 210 M 76 ' K T 1

1.2.4 CCKS8 F1 5 F& I B 52 55 A6 I 40 Jfd i) 15 7 fig
71 CCKS8:7E 96 fLik M JJ5 iy LOVO 2 il ,
BCEAE 37 C.5% CO, MR E 746 85 3% 24 h,
F 10 pL CCKS8 k54 H 2 h, I EE R AE 450 nm 4b
BEEUOGE . TR R, R SR . 7F 12
AR RS LOVO 400, 08 AT W s s
R & R a1 DA

1.2.5 ZfERDRSCEAM AT BaEH  7E 6 1L
Mo R E e 5 19 LOVO 4008, TTH M Sk & “17,
FFXF 0 A1 24 h A A IR A A0 T R R = (W) IR R
JRTE AR —24 h JF RIJE TE BD /97 16 R 1 L X100 %,
1.2.6 Transwell SZ56 800 40 Jf 10 12 28 68 71 TiLSG
# Transwell I ZE AT AL UK E 35 . M AE T =
FRS I 10 %0 B AR LG 1) RPMI-1640 e 53k, K41
MBI F= R 3R 24 h 5B R 20 AR H
INZEZ L0 IR N h R (B R

HMGA2 S £iA A A LOVO 41119 2 &
F L0817 8 R I, SDS-PAGE # I8 5 & &
MR8 E H 3 PYDF B8, R )5 917 MMP-2(1 +
3000), MMP-9 (1 : 5 000), HMGA2 (1 : 1 000),
GAPDH(1 : 8 000) —HiiEHE . K H, =H (1 : 5 000)
HE 1 h, &E.ERBGEREEC R, SHEA
X R iE .

1.2.8 GV R S0 bR e v A6 0 400 G 0 F 7 T 250
FLAZHREE Ry 0,20,40.60,80 g/mL 6 IK M5 BE 1 0,
10,20.30,40 pmol/L JI4A"" kb3 e 5 ) LOVO 41
J L R A CCKS 3257 & 46 I 40 it A7 05 2%, Hop 47
T 5 A 2 7R AR 7 TR 24 A S 34 L JF 4 0 g/mL
SR WEBELL RN O pmol /L WA 4L 0 — L AL B,

1.3 Siitephb 3 R SPSS26. 0 48 i 84k 474K
PAHT . I RWRILL £ FoRn. WM LB R ¢
K56 Z2 41 B He B R S 2R 5 22 0 . PAP<<0. 05

HESHGIFE XL,
2 % =z

2.1 CRC 481 IncRNA CASC19. miR-490-3p
HMGA2 mRNA £k 5 FHC 4iig#f te . CRC 41
fiZ LOVO,HCT116, SW480 ' IncRNA CASC19
A HMGA2 mRNA ik F 5 . miR-490-3p 3 ik FFAIX
(P<C0.05), H LOVO i i tp IncRNA CASC19.
miR-490-3p Al HMGA2 mRNA ik % 5 & B %,
ML, 3R LOVO 40 iiAT 5 225080, WLk 2,

2.2 gRT-PCR & # 4 J5 LOVO 4ijfi b IncRNA
CASC19, miR-490-3p 1 HMGA2 mRNA } & 11
ik 5 Control 4. sh-NC 20 #f b, sh-CASC19 41
LOVO 40 fe d IncRNACASC19 il HMGA2 mRNA
KR Gk B, T miR-490-3p FiEFHE (P <
0.05) ;5 sh-CASC19 4, sh-CASC19 + anti-NC £ #H
H , sh-CASC19 + anti-miR-490-3p 244 LOVO 41 fifg #
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IncRNA CASC19 #E3iA KT B 28 b, HMGA2 M EmMELE TR (P<<0.05), W3k 4,

mRNA N A £ E 5. 1 miR-490-3p 2 ik [ % x®2 gRT-PCR #&ill CRC 40 A & # [ncRNA CASC19,
(P<0.05), Wk 3. K1, miR-490-3p #1 HMGA2 mRNA KRk (n=6,2+5)
2.3 BUEICEMIIEKM IncRNA CASC19 5 miR-  JiH IncRNA CASCI9 miR-490-3p HMGA2 mRNA
490-3p. miR-490-3p 5 HMGA2 ZZ [a] {8 7] 3¢ & FHC 1.000. 10 1.0140. 11 0. 980,09
Starbase v2. 0 #fF I & 7%, IncRNA CASC19 5 Lovo 2.53+0.25" 03040, 03" 1.97+0.20"
miR-490-3p f7 7 45 & i W 2. HMGA2 19 3" peris 2.014£0.20° 04140, 04" 1.44£0,14"
UTR 5 miR-490-3p 7 1 7 AN Wy 91, LA 3, SWA80 1.46+0.15" 0. 680,07 1.2940.13"

W 2 g S5 I 45 R R W, 44 IncRNA CASC19,
HMGA?2 J5,5 mimic-NC 204 It , miR-490-3p mimic

5 FHC W, " P<<0.05,

£3 SAMES IncRNA CASC19,.miR-190-3p #1 HMGA2 mRNA R E A RIXLLE (n=6,7+5)

23 IncRNA CASC19 miR-490-3p HMGA2 mRNA HMGA2 &
Control 41 1.0140. 10 0.9940.11 1.0040. 08 1.8740.18
sh-NC 41 0.99-+0.11 1.004+0. 10 1.0240. 12 1.88+0.19
sh-CASC19 4 0.4340.04"7 2.1240.21°7 0.46+0.05" 7 0.964+0.10" 7
sh-CASC19+ anti-NC 41 0.4140. 04 2.1340.23 0.4740.05 0.9340.09
sh-CASC19 -+ anti-miR-490-3p 41 0.4240.03 1.5640. 1774 0.7240. 064 1.4240. 1524

I : 5 Control # IL#:, " P<C0.05;5 sh-NC 4 L%, ¥ P<C0. 05; 5 sh-CASC19 #4H I %, P<C0. 05; 5 sh-CASC19+ anti-NC £ [L#,4 P <
0.05,

Control4l sh-NCZH sh-CASC194H sh—-CASC19+ sh—-CASC19+anti—
anti-NC4H miR-490-3p2H

1 Western blot #il] LOVO 40 HMGA2 EARRIE

e BARKEHEMREE (n=6,2r15)

2 41 WT-CASC19 MUT-CASC19 WT-HMGA?2 MUT-HMGA2
mimic-NC 41 1.00=0. 09 0.980.10 0.994+0.11 1.01240. 09
miR-490-3p mimic 41 0.4440.05" 0.9740.11 0.48%+0.05" 1.0240.13

.5 mimic-NC 4] 4, * P<<0. 05,

2.4 IncRNA CASC19 X% LOVO 4 &  KFEF®EP<<0.05 ., Wk 6. 5~7,

i 5 sh-NC 41, Control 41 #fl Ht, sh-CASC19 £ x5 HEAMBBELR(n=6,715)

LOVO 4l i i) 4735 4 pe BERUR AR (P <<0. 05) 35 sh- 441 R %) SRR
CASC19 4 ., sh-CASC19 + anti-NC 2 # Lt , sh-CASC19 Control 4 100. 00+0. 00 139, 3629, 94
+anti-miR-490-3p 41 LOVO 4 g B9 77 15 R Se R senean 99.56-0. 45 140. 67410. 07
fm(P<<0.05), MW.Z% 5.Kl 4, sh-CASC19 4 46.32+4.63" %  67.1945.72"
2.5 IncRNA CASC19 X LOVO MMER REM | casciotanine 4 47,614, 76 65. 645,56

s 5 sh-NC 41 . Control 20 #H I, sh-CASC19 4H
B ) 4 B R (FER M .

LOVO AN B % &K?ﬂl MP2, MMPS & H 5 Control A H#, " P<C0. 05; 5 sh-NC 41t . 7 P <C0. 05;
HCFREAR (P <<0. 0505 5 sh-CASC19 41, sh-CASC19+ 5 sh-CASC19 41 Fe# . P<C0. 0555 sh-CASC19+anti-NC 24 45,4
anti-NC 40 #H H, sh-CASC19 + anti-miR-490-3p #H P<C0.05,

LOVO 4 (i 5% 2% (= 22 2 F1 MMP2 ,MMP9 & [

sh-CASC19-+anti-miR-490-3p 2 70.9747.10°4  104.46+6. 4574




+ 2330 - EfrthiEF2% 2025 4 10 A% 46 £% 19 41 Int ] Lab Med,October 2025, Vol. 46,No. 19

2.6 CASC19 X} LOVO HffbsT w25tk 5
Control #HAH It ,sh-CASC19 24 LOVO 44 s 1Y 1k 77 it
UM R (P <C0. 05) 5 55 sh-CASC19 414 1, sh-
CASC19+anti-miR-490-3p 41 LOVO 4 jd i 4L 97 ifif

miRNA " GenelD

'\ GeneName GeneType TargetSite

hsa-miR-490-3p  ENSG00000254166 [CASC19' IncRNA'  chr8:127218811-
127218833[-] TTT

SRR PERRAIR (P <T0. 05), H.[6]— 4 v, fifi & 5 IR W%
WE A 25 ¥y vk FE B934, LOV O 4 i A7 36 232 W Ik
fR(P<C0.05), W#* 7.8,

" Alignment

Target: 5' CAGCCCUGCCACUUACCAGGUUG 3' |

= Leeeen
miRNA : 3' GUCGUACCUCAGGA-GGUCCAAC 5'

H 2 IncRNA CASC19 5 miR-490-3p HI& & L &

Binding Site of hsa-miR-490-3p on HMGA2:

Show 10 v entries

TargetRegion T Type

chr12:65963508-65963514[+]] 7mer- |
m8

Alignment

Target: 5' CCCUUCACAGUC--CCAGGUUU 3' |

it LEeE reeeeed
miRNA : 3' GUCGUACCUCAGGAGGUCCAAC 5'

B 3 miR-490-3p 5§ HMGA2 I &L &

Control4R

sh—-NC2B

sh-CASC194H

sh—-CASC19+anti-NCZH

sh—CASC19+ant i—miR-490-3p2H

4 FEEEEEEKRN LOVO HAaRIEHE

R6 BAMRIBE GEEMAXFBEAKRFLE(n=6,r+5)

215 HEBED REFRD MMP2 # 1 MMP9 % 14
Control 4 76.5446. 65 70.1645. 24 1.5440.15 0.98+0.11
sh-NC 4 78.1246. 88 68.566. 44 1.5240. 14 1.004:0. 10
sh-CASC19 4 35.2443.52° 7 31.2143.02° 7 0.7440.07" 7 0.4540.05" 7
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&ZRo EHAMITHE BEEMBXEAKFLLE(1=6,7L5)

21 50 EBRD REFRD MMP2 & H MMP9 &
sh-CASC19+ anti-NC 41 33.97+3. 40 29.11£2.91 0.7620.08 0.460.05
sh-CASC19+anti-miR-490-3p 41 55.34+5, 4304 50. 505, 2004 1.1540. 1204 0.7140.07°4

7 5 Control 41 4%, " P<C0.05; 5 sh-NC 41 .58, * P<<0. 05; 5 sh-CASC19 41 H %8 ,% P <<0. 05; 5 sh-CASC19 + anti-NC 41 H 52,4 P <

‘.
¥
L
[

1
1
1
Al

Control4R sh-NC2H sh—CASC1 9ZE
B 5 MAARIREIEHN LOVO 40 BT 2 6 J1 (X 200)

sh—-CASC194H

Control4H

sh—CASC19+anti-NCZH sh-CASC19+ant i-miR-490-3p2H
6 Transwell LG M LOVO HRERIEZE (X 200)

Control4R sh-NC4H sh—-CASC194H sh—CASC19+ sh-CASC19+ant i-
anti-NCZH miR-490-3pZH

& 7 Western blot #& il LOVO i F MMP2 . MMP9 & B8R ix
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*®7 ARERELEFEHE LOVO BMAFEE(n=6,rLs)

TR T W e
205
0 g/mL 20 g/mL 40 g/mL 60 g/mL 80 g/mL
Control 41 100. 00=+0. 00 81.32£6. 13° 59,4244, 94" 51.55+4. 16° 43.64£3. 85¢
sh-CASC19 4 100. 00%0. 00 43.58+3.06"" 38.36+2,97"" 33.4242.34"°¢ 28.51+2.08"¢
sh-CASC19+anti-miR-490-3p 41 100. 00+0. 00 56,4144, 30°° 49.84+3, 987" 44,3643, 44°¢ 39. 0443, 6371

1 .45 Control 41 H#s. " P<C0.05;5 sh-CASC19 4l H# . P<C0.05, A4 .50 ¢/mL H& . P<C0.05; 5[F4 20 g/mL K% ."P<0.05;

54 40 g/mL - . P<0.05; 5 R4 60 g/mL H# . P<0.05,

*38 IR BE&A LOVO AMMNTEFEEZE(n=6,rts)

L7 e g
205
0 pmol/L 10 pmol/L 20 pmol/L 30 pmol/L 40 pmol/L
Control 4 100. 0020, 00 90.5447. 05" 80. 46+6. 05" 63.1744. 32° 53.56+4. 36¢
sh-CASC19 41 100. 00=0. 00 44,7842.48"° 32.314+3.23*" 26.984+2.70"¢ 21.4842.15"¢
sh-CASC19+ anti-miR-490-3p 41 100. 00+0. 00 72.34=£5. 2350 55,2743, 532" 41,5243, 15%¢ 33.07+2.314¢

7 : 5 Control 4 [L#E, " P<C0.05:5 sh-CASC19 4 [b#%: .2 P<<0. 05, M4, 5 0 pmol/L L#,*P<0.05; 54 10 pmol/L L#."P<
0.05; 5 [A4 20 pmol/L 4, P<C0. 05; 5 R4 30 pmol/L 4. P <0. 05,

3 it ®

HHET CRC 1Y & 9 % A SL R K5 22 I, A 5
Xt CRC MG R 236 7 ik M F B A IR, 75 ZEIR A 05T
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