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Correlation between serum IncRNA ANRIL and CNOT?2 and clinicopathological
characteristics and prognosis in elderly patients with breast cancer”
MOU Weigang \GAO Li ,QIU Guojun*™
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Hospital .Qingdao s Shandong 266100,China

Abstract:Objective To analyze serum levels of long chain non coding RNA (IncRNA) ANRIL, CCR4-
NOT transcription complex subunit 2 (CNOT2) in breast cancer patients and their relationship with clinico-
pathological characteristics and prognosis. Methods From February 2018 to February 2021,a total of 126 eld-
erly patients with breast cancer in the hospital were selected as the breast cancer group. According to whether
tumor progression occurred during follow-up,the patients were divided into poor prognosis group (n=26) and
good prognosis group (7 =100). 60 old healthy female people who underwent physical examination during the
same time were taken as control group. Statistical analysis was used to study the differences of serum IncRNA
ANRIL and CNOT?2 levels in patients with different clinical and pathological characteristics. The prognostic
factors of elderly patients with breast cancer were conducted by Kaplan-Meier curve and Cox regression analy-
sis. Receiver operating characteristic curve was drawn to assess the prognostic value of serum IncRNA ANRIL
and CNOT?2 in elderly patients with breast cancer. Results The levels of serum IncRNA ANRIL and CNOT2
in the breast cancer group were higher than those in the control group (P<C0. 05). The serum IncRNA AN-
RIL and CNOT?2 levels in patients with TNM stage [l and histological grade [l were higher than those in pa-
tients with TNM stage I — I and histological grade I — I (P<C0.05). The level of serum IncRNA ANRIL
and CONT?2 in poor prognosis group were higher than that in the good prognosis group (P <C0. 05). The 3-

x  EETBR KA EZ AR & RIFRIE (2020WS17D) ,
EEEN AEW. B, FREN, TENEILRE ISR, © @BEEE.Email:qiul8805323110@163. com.



+ 2392 - E R dh E ¥ 407 2025 45 10 A4 46 %% 19 8] Int J Lab Med,October 2025, Vol. 46,No. 19

year progression free survival rates of IncRNA ANRIL high and low expression group,CNOT2 high and low
expression group were 66. 67 % (40/60),90.91% (60/66) and 66.13% (41/62),92.19% (59/64) ,respective-
ly,with statistically significant differences (P <C0. 05). TNM stage Il , histological grade Il , serum IncRNA
ANRIL and CNOT2 were risk factors affecting the prognosis of elderly patients with breast cancer (P <<
0.05). The area under the curve of serum IncRNA ANRIL and CNOT?2 combined in assessment of prognosis
in elderly patients with breast cancer was higher than that of IncRNA ANRIL and CNOT2 alone (P<<0. 05).
Conclusion The expression of serum IncRNA ANRIL and CNOT?2 in elderly breast cancer are up-regulated,

which are related to TNM stage and histological grading,and are markers to evaluate the prognosis of elderly

patients with breast cancer.
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min, BUMTE . KA Trizol P42 HUM 7 & RNA,DEPC
KRG AT W k. 1 H B e KA R A R
IncRNA ANRIL 5| 9 %) i )57 1. 5'-TTGGAAC-
CAGATGCACATTGAT -3', F #7351 .5 -TCTTGCGA
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2.2 Ifil{#% IncRNA ANRIL,CNOT2 /K 5 & 4EFL
Ji 9 BRI AR B RRAE R OC R TNM 43 1 L 4
U N 2% 58 3 13 IncRNA ANRIL,.CNOT2 7k
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*1 M35 IncRNA ANRIL.CNOT2 K FE5IEKBEFENER (2 £5)

IncRNA ANRIL(F ik #)

CNOT2(ng/L)

éjﬁ n
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kS Tk B SE Wald X* P HR 95%CI
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x4 3% IncRNA ANRIL.CNOT?2 7k Ext # F I BRERFHITEG N E
&5 AUC 95%CI A R SR ESRE SR P
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A K 0.931 0.891~0. 962 — 0. 904 0.853 0.757 <0. 001
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B PFA 2 47 L IR g TS A0 38 B8 L T B 3R T L T
ME AT .

IncRNA ANRIL 3 K fi F A2 Y ok 9p21, 4
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T it 48 45 g o IneRNA ANRIL %35 o, Higg -
PRI P XY HE B 19 Ry Ik, A b R 40 At 44
B AR T8 R I A A T KRN . RS
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25 PEI IR . S ECRE AR TR . A A4
B0 T kA O LR A A ok Uk, A% B 3R
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RNA-203a B H i 3 K B 238 L 36 m 3 48 R 105 40 i
T A0 1 S 58 33 10 L 400 S5 Bl Jeg 1% 1 R L 3 sh W 1Y
A AR
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REZh G M B E B 1,40 pS3 A BT . i 45
L 96 A B A R T A o B RN AR b &
LR R F I CNOT2 Rk T, HIEHW 5
CNOT2 mRNA e A X, A, 7
B 98 40 . MDA-MB-231 H1 miR-361-35p Ml miR-3916
Fik MM, FECHORRRSS A8 40 CNOT2 mR-
NA, 5% CNOT2 mRNA Fa5E MR A 2235 F 0%
N liE Wt {553 5, 02 o 40 M i 12 2B 5 R
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CNOT2 B&ETHE, £ CNOT2 2 54 vk 3L I iy
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ANRIL .CNOT2 Sl 6 0, B¢ A 46 0 A R 80 RE A
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B TS 48 B R 2R AT U5 AR .
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XK B2 5 FL M e s R R . TNM 2 89 11149
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