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Abstract: Objective To analyze the expression and clinical value of fibrin-1 (FBLN1) and centrosome-as-
sociated protein 55 (CEP55) in non-small cell lung cancer (NSCLC). Methods A total of 136 NSCLC patients
diagnosed and treated in this hospital from January 2019 to January 2022 were selected as the research sub-
jects. The expressions of FBLN1 mRNA and FBLNI protein, CEP55 mRNA and CEP55 protein in cancer tis-
sues and adjacent tissues of NSCLC patients were detected by real-time fluorescence quantitative polymerase
chain reaction and immunohistochemistry. The Kaplan-Meier curve and Cox regression were used to analyze
the effects of FBLLN1 protein and CEP55 protein expression on the survival prognosis of NSCLC. Results The
expressions of FBLN1 mRNA and CEP55 mRNA in cancer tissues of NSCLC patients were higher than those
in adjacent tissues,and the differences were statistically significant (r = 37. 208, 40. 301, all P <C0. 05). The
positive rates of FBLN1 protein and CEP55 protein in cancer tissues of NSCLC patients were higher than
those in adjacent tissues,and the differences were statistically significant (X*=89.019,90. 932,all P<(0.05).
The positive rates of FBLLN1 and CEP55 proteins in cancer tissues of NSCLC patients with TNM stage [l A
and lymph node metastasis were higher than those of NSCLC patients with TNM stage [ — Il and no lymph
node metastasis,and the differences were statistically significant (P<Z0. 05). The 3-year overall survival rates

of the FBLNI protein positive group and the CEP55 protein positive group were respectively lower than those
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of the FBLNI protein negative group and the CEP55 protein negative group.and the difference was statistical-

ly significant (Log-Rank X*=15.230,22. 980,all P<C0. 05). The results of multivariate Cox regression analy-

sis showed that positive FBLLN1, positive CEP55, TNM stage [l A and lymph node metastasis were risk factors
affecting the survival prognosis of NSCLC (all P<C0. 05). Conclusion The expressions of FBLN1 and CEP55

in cancer tissues of NSCLC patients are upregulated. Detecting the expressions of both is helpful for evaluating

the survival prognosis of patients.
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2.3 AR K 250 NSCLC #3940 41 FBLN1 &
M .CEP55 SR &AL TNM W ITA B A ke

25 ) NSCLC 8 35 9% 41 41 FBLN1 & 1. CEP55
AR T TNM 030 T~ [ ok 2 25 7% %
B NSCLC H #4148 FBLN1 % (1. CEP55 & M [
P, %#ﬁ%’ifr”%}(@<o. 05), W3 1.

BEES

1 NSCLC % FBLN1 & H.CEP55 EB XX
(& A, X< 200)

£1 FEAKBKSH NSCLC BEMAL FBLN1 BEH.CEP55 EAKRKEE2(%)]
iH n FBLN1 & [ B x* P CEP55 2 (4 FH x* P
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s L2 Y 3. 143 0.076 1.730 0.188
il i 9t 84 47(55.95) 47(55.95)
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