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and disease severity and perinatal outcomes in patients with hypertensive
disorders of pregnancy in late pregnancy”
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Abstract:Objective To explore the relationship between the expression of long non-coding RNA (Ln-
cRNA) nuclear-enriched abundant transcript 1 (NEAT1) and LncRNA metastasis associated lung adenocarci-
noma transcript 1 (MALATI1) in patients with hypertensive disorders of pregnancy (HDP) in late pregnancy
and disease severity and perinatal outcomes. Methods A total of 143 patients with HDP in late pregnancy who
were registered and delivered in this hospital from March 2021 to March 2024 (the HDP group in late preg-

nancy) were selected as the research subjects. The HDP group in late pregnancy was divided into the mild
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group (n=51),the moderate group (72 =63) ,and the severe group (72 =29) based on disease severity. Another
80 healthy pregnant women who came to the hospital for filing and giving birth during the same period were
selected as the control group. The HDP group in late pregnancy was divided into the poor perinatal outcome
group (n=41) and the good perinatal outcome group (2 =102) based on the perinatal outcome. The expres-
sions of LncRNA NEAT]1 and LncRNA MALATI in the serum of pregnant women in each group were detec-
ted by real-time fluorescence quantitative polymerase chain reaction. Spearman correlation analysis was con-
ducted to investigate the correlation between the expressions of serum LncRNA NEATI and LncRNA MAL-
AT1 and disease severity in patients with HDP in late pregnancy. Multivariate Logistic regression was used to
analyze the influencing factors of poor perinatal outcomes in patients with HDP in late pregnancy. The receiver op-
erating characteristic (ROC) curve was drawn to analyze the predictive value of serum LncRNA NEAT 1 and LncRNA
MALAT 1 expressions for perinatal outcomes in patients with HDP in late pregnancy. Results Compared with the
control group,the expressions of serum LncRNA NEAT1 and LncRNA MALATI1 in the HDP group in late
pregnancy were both increased,and the differences were statistically significant (P <C0. 05). With the increase
of the severity of HDP in patients in late pregnancy.the expressions of serum LncRNA NEATI and LncRNA
MALATTI in patients further increased (P <C0. 05). The results of Spearman correlation analysis showed that
the expressions of serum LncRNA NEATI1 and LncRNA MALAT1 in patients with HDP in late pregnancy
were positively correlated with disease severity (+=0.598,0. 605,both P<C0. 05). The expressions of serum
LncRNA NEATI1 and LncRNA MALATTI in the poor perinatal outcome group were significantly higher than
those in the good perinatal outcome group,and the differences were statistically significant (P<C0. 05). There
were statistically significant differences in age and the proportion of miscarriage history between the poor peri-
natal outcome group and the good perinatal outcome group (P <{0. 05). The results of multivariate Logistic
regression analysis showed that age =>35 years old, history of miscarriage.and elevated expression of serum
LncRNA NEAT1 and LncRNA MALATI1 were all risk factors affecting poor perinatal outcomes in patients
with HDP in late pregnancy (P <C0. 05). The results of ROC curve analysis showed that the area under the
curve for the combined detection of serum LncRNA NEAT1 and LncRNA MAILAT 1 in predicting poor perinatal
outcomes in patients with HDP in late pregnancy was 0. 942. It was significantly superior to the individual detec-
tion of serum LncRNA NEATI1 and LncRNA MALATI (Z . bination of the two -LnckNA NEaTl — 2. 030, P =0, 042;
The expressions of serum LncRNA NEATI1 and
LncRNA MALATI in patients with HDP in late pregnancy are increased. Their expressions are related to the

Z combination of the two -LncRNA MALAT — 2. 116, P =0. 034). Conclusion

severity of the disease and perinatal outcomes. The combined detection of the two has a high predictive value
for poor perinatal outcomes in patients with HDP in late pregnancy.
Key words: hypertensive disorders of pregnancy; long non-coding RNA nuclear-enriched abundant tran-
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B M LncRNA NEAT1, LncRNA MALAT1 $#£
NS E M E R WA M. Z K Logistic [H1H
SR HDP (B3 & A Bl A 45 )5 A B 5% i
K. 282X F TR (ROC) # 4 /BT L% Lo-
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