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Abstract : Objective To investigate the levels of chromogranin A (CGA) ,cytokeratin 7 (CK7) ,and aspar-
tic proteinase napsin (NapsinA) in endometrial cancer tissues and their relationship with clinical pathological
features and prognosis of patients. Methods A total of 141 patients with endometrial cancer admitted to the
hospital from May 2017 to May 2021 were selected as the research objects. According to whether they survived
for 3 years after surgery, they were separated into a good prognosis group (n =106) and a poor prognosis

group (n=235). Real-time fluorescence quantitative PCR (qPCR) and immunohistochemistry were applied to
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detect the mRNA and protein expression levels of CGA,CK7,and NapsinA in endometrial cancer tissues and
adjacent tissues. Spearman method was applied to analyze the correlation between CGA,CK7,NapsinA mRNA
expression and clinical pathological features of patients. Multivariate Logistic regression was applied to analyze
the influencing factors of poor prognosis in patients. Receiver operating characteristic (ROC) curves were
plotted to analyze the predictive value of CGA,CK7,and NapsinA expression in cancer tissue for poor progno-
Compared with the adjacent tissues, the levels of CGA,CK7,and
NapsinA increased in endometrial cancer tissues (P < 0. 05). The expression of CGA, CK7, and NapsinA

sis in endometrial cancer patients. Results

showed statistical differences in patients with different International Federation of Gynecology and Obstetrics
(FIGO) stages,tumor differentiation degree,infiltration depth and lymph node metastasis status (P <0, 05).
The levels of CGA,CK7,and NapsinA in cancer tissue were positively correlated with FIGO staging.depth of
invasion,and lymph node metastasis in patients (P<C0. 05),and negatively correlated with tumor differentia-
tion degree (P<C0.05). Compared with the good prognosis group,the poor prognosis group had higher levels
of CGA,CK7,and NapsinA (P <C0. 05). CGA,CK7,and NapsinA in cancer tissues were all risk factors for
poor prognosis in endometrial cancer patients (P<C0.05). The area under the curve for predicting poor prog-
nosis in endometrial cancer patients based on the expression of CGA,CK7,and NapsinA in cancer tissues was
0.874,0.873,and 0. 882, respectively. The area under the curve for the combined prediction of the three was
0. 963,which was obviously larger than that predicted by CGA (Z=2.180,P=0.029),CK7 (Z=2.205,P=
0.027),and NapsinA (Z =1. 984, P =0. 047) alone. Conclusion CGA,CK7,and NapsinA are highly ex-
pressed in endometrial cancer tissues and are associated with FIGO staging,tumor differentiation degree,inva-
sion depth and lymph node metastasis in patients. The combination of the three has high predictive value for
poor prognosis.

cytokeratin 7; aspartic proteinase napsin; clinical
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1.2.2 CGA.CK7,NapsinA mRNA 7K i &
S 92 I 986 5 B PCR(qPCR) #6727 Py I 98 4H 21
K JEE 55 H 4 i CGA L CK7,NapsinA mRNA ik /K
. Trizol H:#EHR 50 mg 4H AL & 1 A RNA, 3 DU
WS AR, A R 9 e SR R G (I e & s AR W B R
HRAA /S . K1622)F B cDNA, Ph B-actin H N
% ,qPCR I Wi & & ¥ H 20 pl: Super SYBR Mix 10
pL, B UFW#SI (10 pmol/L) 4 1 pL,cDNA 2 pL,
ddH,O 6 pL, qPCR F2J¥H:95 C HZEH 3 min, X
J5 95 °C 30 5,58 “C 30 5,72 °C 30 s, 40 K. VU
27 B B A vh CGA L CK7, NapsinA A %t 5% 35
K. Super SYBR Mix W A P04 520 A R
AL A-He2137) . Bl A il b 5t 2 1 %R R
WHEAFRAE ER, 51T 0% 1,

x1 qPCR 5| ¥ FF 5l

P 514 5197 51

CGA LS 5'-GCGAGGTCTTGGAGCTCC-3'
k] 5"-GGAGCTCCAAGACCTCGC-3'

CK7 LUEGI 5'-CATGGACAGCACCACAGATG-3'
TSI 5'-CATCTGTGGTGCTGTCCATG-3'

NapsinA  _LiiE514 5-CTCAGTAGGTTCAGGATC-3'
TSI 5'-GATCCTGAACCTACTGAG-3'

B-actin LUES 5-TGTCGACGACGAGCGCGGCG-3'
iR 5'-CGCCGCGCTCGTCGTCGACA-3'
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o RTE BIFH (n=106) FIT G A B 2H (n =35),
1.4 Zeib2gabE SR HEME SPSS26. 0 #4748 112
ST FFE IR T R 5 DL« + 5 R 4l
FE3AT ¢ KB s T B8R LA n (Y0) 2R, 4L 18] L 8 47
X K5, R A Spearman 343 81 CGA.CKZ7. Napsi-
nA Fik 5 B UG R ELARRAE A . SRIHZ IR
Logistic [FIHAMT BH UG A R W FE R, 462
WA TAEFREAE (ROC) iy £k 43 #7988 41 21 CGA L CK7,
NapsinA kX1 5 PR B & 105 A B A9 0 f
fH. P<<0.05 WEFEGIT¥=E L.
2 % ES
2.1 AL JEH AL CGALCKT7,NapsinA mRNA
FKIKAKF g S AU L, 78 9 B 41 21
CGA.CK7. NapsinA mRNA F ik K FF & (P <
0.05), #F A PH M R 1 fm (P <<0.05), W% 2.3,
B 1~3,

x2 FENBRBEALSESALR CGACKT,

NapsinA mRNA 7K FE L& (= £5)

2.2 CGA.CK7.NapsinA B £ X 5 75 W E S

26 5 n CGA CK7 NapsinA
JESFHL 141 0.96+0.18 1.0540.17 1.0140. 20
A 141 1.1540.23 1.2340.25 1.25+0. 26

¢ 7.725 7.070 8. 688

P <<0. 001 <<0. 001 <£0. 001
Flm R BEARIE A OC &R A [EAE I . BMI, 46 28 5
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‘BN B CGALCK7,NapsinA £ i5 L 2%
X A(P>>0.05) . A[[ FIGO 73 b 4 XL (P<<0.05), L% 4,
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CGA,CK7 .NapsinA HHRKIE L, ZRA G-

%3 FENEEAASEEZHLE CGA.CK7 NapsinA EHPMHMERILE (%) ]
CGA CK7 NapsinA
215 n
BH 1 B 1 PR B BH 1 (5K 3
¥ 5 4 21 141 57(40. 43) 84(59.57) 63(44.68) 78(55. 32) 59(41. 84) 82(58.16)
S 141 92(65. 25) 49(34.75) 101(71.63) 40(28. 37) 96(68.09) 45(31.91)
x* 17. 432 21.042 19. 612
P <<0. 001 <<0.001 <<0. 001
& 2 CKTEFENEEREELALR (L) EFEHR(A)FHFRIE(X200)
Y N o el 1 T i,
3 NapsinA EFENREEERAR (L) EFAHR(A)HHRIE(X200)
K4 CGA,CK7.NapsinA EARZEEFENEERKFEFMENX R +s Ha(%)]
CGA CK7
5 BLRFAE n
B4 (n=92) B (n=49)  ¢/X? P FH¥E (e =101  BAME(=40) e P
AR (%) 141 57.54+4.33  56.67+4.12  1.155  0.250 57.4144.27  56.82+4.25  0.741  0.460
BMI(kg/m?) 141 23.26+2.25  23.84+2.31  1.444 0.151 23.51+2.28  23.32+2.30  0.445  0.657
Y 25 5 1.379  0.240 0.006  0.936
A 98 67(68.37) 31(31.63) 70(71.43) 28(28.57)
&k 43 25(58.14) 18(41. 86) 31(72.09) 12(27.91)
FIGO 4+ # 6.171  0.013 5.767  0.016
/1M 72 54(75.00) 18(35.00) 58(80. 56) 14(19. 44)
I/ IV #1 69  38(55.07) 31(44.93) 43(62. 32) 26(37.68)
Jif 96 53 A AR 8.316 0,004 7.174 0,007
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gk 4 CGA,CK7 . NapsinA EARIZSEFENRBEIERFEFEN LR (> s Hn(%)]

CGA CK7

9 HELREAIE n

PHE (n=92) B (n =149) t/X* P FHYE(r=101)  BAYE(r=40) /X" P
41k 78 59(75.64) 19(24. 36) 63(80.77) 15(19. 23)
/A ik 63 33(52. 38) 30(47. 62) 38(60. 32) 25(39. 68)
151 TR B 11.449  0.001 7.702  0.006
>=1/2 107 78(72.90) 29(27.10) 83(77.57) 24(22.43)
<1/2 34 14(41.18) 20(58. 82) 18(52.94) 16(47.06)
MR 7.948  0.005 6.176  0.013
J 83 62(74.70) 21(25. 30) 66(79.52) 17(20. 48)
A 58 30(51.72) 28(48. 28) 35(60. 34) 23(39. 66)

NapsinA
5 BLAEAE n
FHAE (= 96) B4 (n=45) t/X* P

I ) 141 57.49+4. 30 56.71+4. 27 1. 006 0.316
BMI(kg/m?) 141 23.5742.31 23,2142, 24 0. 871 0. 385
Ezyd 0.798 0.372
A 98 69(70.41) 29(29.59)
W 43 27(62.79) 16(37.21)
FIGO 43 #i 4.669 0.031
1/ 72 55(76.39) 17(23.61)
I/ IV 1 69 41(59. 42) 28(40. 58)
Ji 9 o3 AL AR 6.275 0.012
431k 78 60(76.92) 18(23.08)
/s oAk 63 36(57.14) 27(42. 86)
151 IR B 9.116 0.003
=1/2 107 80(74.77) 27(25.23)
<1/2 34 16(47.06) 18(52. 94)
WS 5.676 0.017
Jc 83 63(75.90) 20(24.10)
A 58 33(56.90) 25(43.10)
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RS BERAE B9 A 6t FEMNBEHS CGALCK7, 4 CGA.CK7,NapsinA mRNA . % 4 fH MR T 5
NapsinA mRNA /K5 #E3# FIGO 0 GRIEREM  (P<<0.05), L% 6.7,

I S5 5 RS SR M DG (P <20, 05) , 5 sl or b 7 i & ®6 BRARAFFERFA CGACKT NapsinA
HUHI%(P<<0.05), L% 5. mRNA RAKF B (2 +5)
x5 GA.CK7.NapsinA mRNA Rix5FENERE 21 5 n CGA CK7 NapsinA
EEIGRFIESMEREXNE U5 B4 106 1.06+0.20  1.1540. 21 1.1640. 21
i CGA CK7 NapsinA TG A B 4L 35 1.4340.26 1.4640. 27 1.5240. 30
r P r P r P ! 8.778 7.031 7.851
FIGO 43 i 0.517 <€0.001  0.625 <<0.001  0.581 <0.001 P <<0. 001 <<0. 001 <<0. 001

fbggg A AL AR EE —0. 484 <C0.001 —0.522 <C0.001 —0.407 <<0.001

B TR 0.603 <<0.001  0.597 <<0.001  0.642 <0.001 2.5 ZPZE Logistic Al 4 7 F & P e BB 3% 5

ikt ig 21 0.462 <<0.001  0.536 <C0.001  0.489 <C0.001 AEBEHEZE DFENEEEERESHEAR
MR G =1, =0), LU#EH 81 CGA, CKT,

2.4 FURARRA. UG RAFA CGALCK7, NapsinA  NapsinA mRNA 357K F () 9200 () Ay [ 28 5 i
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12 W & Logistic |l 443 #r. 4141 CGA. CK7,
NapsinA mRNA K3k /K- 0 15 N IR 83 fil s
ARG HE(P<0.05), WS,

2.6 CGA.CK7,NapsinA mRNA 2 ik 7K 3 i il +
BN R TS A RN ES T 44 CGA
mRNA Fk K10 5 P B8 BE A R
LT E AR 0. 874(95% CI ;0. 805~0. 943) , H: i
B4 1. 348, R B ¥ 5 B 4 5k 91, 40%.,
75.50% . CK7 mRNA &35 7K F 1 il 4 i 26 T i #2

8 0.963(95%CI:0. 921 ~1. 000), it F K T CGA
mRNA #FEik/KFE(Z=2.180,P =0.029),CK7 mR-
NA FikKF(Z=2.205,P=0.027) .NapsinA mR-
NA FikKFE(Z=1.984,P=0.047) Fph 15 0 i fih 2&
TR, SHEBA WO R AR Sy 88. 609, K E
4 95.30% ., W4,
x7 WEARAE . FERFAE CGA.CK7,NapsinA
EAMEELE(%)]

CGA EHPMHM CK7 #EHPMMY  NapsinA HH

Eigi]| n

Jg0.873 (95% CI:0. 804 ~ 0. 941), H % by 15 W (n=92) (=101 FHHEG;=096)
1.325, R BF VS B4 % h 94, 30%.79. 20%. BUSRIF4l 106 64(60.38) 71(66. 98) 66(62. 26)
NapsinA mRNA 3£ ik 7K F 5 9 /9 it £ T 1w A7 WG A B2 35 28(80.00) 30(85.71) 31(88.57)
0.882(95%CI:0. 814~0. 951), H Ak Wi {H H 1. 278, o 168 L s o 182
RO RS AR B R 91, 402,77, 40% . CGA, 0,035 0,033 0,001
CK7.NapsinA mRNA Rk 7K -3 w0 i) i 4 F 1
F8  BEZ Logistic AEAAMFEABEESREFUS SR LOENES
G B SE WaldX® OR 95%CI P
CGA mRNA 1. 580 0.308 26.302 4.853 2.654~8. 875 <20. 001
CK7 mRNA 1. 690 0.292 33. 486 5.418 3.057~9.603 <0. 001
NapsinA mRNA 1. 845 0. 305 36.579 6.326 3.479~11.501 <20. 001
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HRE
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AAE IR 5 AR A A R R IR T CKT B, B
PR 5 AE o M G . B i Y BIE 98 & B CK7
fE HCC 21 21 rp 5L 00 o 3238, 5 o PR 72 15 Fn 2
SR, TR R 1 EA fE R T B 35 R
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w5 T 55 4 4, 1505 PR AE AE A6 B B R G, H 2
R MR N &, XSRS R, A b7
BN A L CKT IR AR T, =58 E
FIGO 4331 508 T B L bk 0 25 6 7% | T g 20 1k 72 2 A
% R CK7 25 75 N B Bk ket 2. i
HLHI AT BE . CK7 af %35 o) fE 8 i 8 9 TGF-8/
Smad?2/3 i H 4 7E 40 M Y b Rz 18] 7S S A I ad
H A F-BI-FAK Fh B 35 i {5 5 38 % 98 15 20 -3 5 2
B o A 0 9 40 PR S A AR 2B

NapsinA J&— Ff %5 i & B2 P & (0, 8 T ik il
Al K% 25 R A D R85 8 (T R AR 7 i &
B ORRAZS 4k H5 K bR v A7 o0 b & 4 B
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