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Abstract: Extracellular vesicles (EVs) serve as critical mediators in intercellular communication. They
carry bioactive molecules,such as proteins and nucleic acids, which reflect the state of their parent cells and in-
fluence the function of recipient cells. In recent years, mitochondrial DNA (mtDNA),an important cell dam-
age-associated molecular,has been found to be packaged into EVs and transmitted between cells. Several stud-
ies have shown that mtDNA plays a key role as a pro-inflammatory amplifier in the development of atheroscle-
rosis and coronary heart disease. Moreover,due to the ability of EVs to stabilize mtDNA,EVs-mtDNA exhib-
its favorable features such as being noninvasive and amenable to early,dynamic monitoring. EVs-mtDNA has
emerged as a kind of highly promising novel liquid biopsy biomarker. This review aims to summarize the latest
research progress on pathogenic mechanisms of EVs-mtDNA in coronary heart disease and to discuss their po-
tential application in diagnosis and risk assessment.
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