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Abstract:Objective To investigate the expression of OTU domain-containing protein 5 (OTUD5) and
sequence similarity family 1117 member B (FAMI117B)in gastric cancer tissues,and to analyze their relation-
ship with clinicopathological features and prognosis. Methods A total of 142 patients with gastric cancer trea-
ted in the Affiliated Hospital of Xuzhou Medical University from January 2020 to January 2021 were retro-
spectively selected as the research objects. Real-time fluorescent quantitative PCR and immunohistochemistry
were used to detect the mRNA and protein expression of OTUD5 and FAM117B. Kaplan-Meier survival curve
and Cox regression analysis were used to analyze the prognostic factors of gastric cancer. Results The expres-
sion levels of OTUDS5 mRNA and FAM117B mRNA in cancer tissues were higher than those in normal tissues
(P<C0.001). The positivity rate of OTUD5 [66.20%(94/142)wvs. 7.04%(10/142) ], FAM117B[63. 38% (90/
142)ws. 5.63% (8/142)] in gastric cancer tissue were higher than that of adjacent tissues (X* =107, 046,
104. 763 ,both P<C0. 001). The positive rates of OTUD5 and FAMI117B in gastric cancer tissues with TNM
stage [l and lymph node metastasis were significantly higher than those in gastric cancer tissues with TNM
stage | — Il and no lymph node metastasis (P<C0. 05). The 3-year overall survival rates of OTUD5 positive
group and FAM117B positive group were 57.45% (54/94) and 56. 67% (51/90), which were lower than
those of OTUD5 negative group and FAM117B negative group [ 89.58% (43/48) and 88.46% (46/52)]. The
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difference was statistically significant (Log-Rank X* =17. 250, 13. 850, both P <(0. 001). OTUD5 positive,
FAMI117B positive, TNM stage [l and lymph node metastasis were risk factors for the prognosis of gastric
cancer (P<C0. 05). Conclusion The expression of OTUD5 and FAMI117B in gastric cancer tissues is related to

TNM stage and lymph node metastasis, and positive expression indicates poor prognosis of patients, which

may be used as potential prognostic biomarkers for gastric cancer.
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