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Abstract: Objective To investigate the predictive value of CT combined with serum H2A histone family
member X (H2AFX) ,lysyl oxidase-like 4 (LOXIL.4) and homeobox gene C9 (HOXC9) for mediastinal lymph
node metastasis in non-small cell lung cancer (NSCLC). Methods A total of 106 patients with NSCLC admit-
ted to South Hospital, Qigihar Hospital of Traditional Chinese Medicine from January 2022 to December 2024
were selected as the research objects. According to whether mediastinal lymph node metastasis occurred, they
were divided into metastasis group (32 cases) and non-metastasis group (74 cases). Real-time fluorescent
quantitative PCR was used to detect serum H2AFX mRNA and LOXL4 mRNA levels, enzyme-linked immu-
nosorbent assay was used to detect serum HOXC9 levels, Kappa analysis was used to test the consistency,Cox
regression analysis was used to analyze the influencing factors of mediastinal lymph node metastasis in NSCLC

patients. The receiver operating characteristic (ROC) curve was used to analyze the predictive value of CT
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combined with serum H2AFX mRNA,LOXL4 mRNA and HOXC9 for mediastinal lymph node metastasis in
NSCLC patients. Results The levels of serum H2AFX mRNA, LOXL4 mRNA and HOXCY9 in metastatic
group were higher than those in non-metastatic group (P <C0. 05). There were 32 patients with mediastinal
lymph node metastasis and 74 patients without mediastinal lymph node metastasis confirmed by pathological
examination. According to the results of pathological examination, there were 33 patients with mediastinal
lymph node metastasis in CT examination. The two different examination methods had a high consistency,
Kappa value was 0. 712 (P<C0. 001). High levels of serum H2ZAFX mRNA,LOXL4 mRNA and HOXC9 were
risk factors for mediastinal lymph node metastasis in NSCLC patients (P <C0. 05). The area under the curve
(AUC) of CT,serum H2ZAFX mRNA,LOXL4 mRNA,HOXC9 and their combination in predicting mediasti-
nal lymph node metastasis in NSCLC patients were 0. 859,0. 768,0. 835,0. 811 and 0. 970, respectively. The
AUC of the combined prediction was larger ( Zcr ombined predicion = 3+ 4465 Z toarx combined prediction. — 0. 277 5
Z 1L0XLi-combined prediction = %+ 193 s Z 110XCo-combined prediction — 4+ 927 s P<C0. 001). Conclusion  The serum levels of H2ZAFX
mRNA,LOXL4 mRNA and HOXC9 in NSCLC patients with mediastinal lymph node metastasis are higher
than those in patients without mediastinal lymph node metastasis. CT combined with serum H2ZAFX mRNA,
LOXL4 mRNA and HOXCY9 levels can effectively predict the risk of mediastinal lymph node metastasis in

NSCLC.
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GAPDH ACAGTCAGCCGCATCTTCTT GACAAGCTTCCCGTTCTCAG
H2AFX AATCTAGATCCCTTCCAGCAAACTCAAC AATCTAGAAACTCCCCAATGCCTAAGGT
LOXL4 CTCTTTCTGTTCCTGCTGCTG GCCCTCATACTTCACCTCCAC
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ZH A AT ¢ KB s SR ] Kappa 43 7 46 36 — B0k, %
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P <0. 001 <0. 001 <0.001
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Cox [B1H 7M1 25 5 BR » @ /K P 1 17 H2AFX mR-
NA.LOXL4 mRNA . HOXC9 J& NSCLC ## & 49
B bk EL 25 L RS I fa B PR 6 (P <<0.05) . WLk 4.

2.4 CTBAIME H2ZAFX mRNA . LOXL4 mRNA
HOXC9 X} NSCLC & & A 9\ b bk T 45 5% 4% 114 i )
{4 ROC & 40 #7 CT B A I3 H2AFX
mRNA.LOXL4 mRNA,HOXC9 %f NSCLC # # &

A= 2B bR B 5 B A% %) I A 1 &5 R R, CT L i 7
H2AFX mRNA,LOXL4 mRNA., HOXC9 Bl 7 B¢ &
T NSCLC f835 & A= D0 F% ik T 45 5% 7% i il 4T 1 AR
(AUC)43 519 0. 859.,0. 768.0. 835.0. 811,0. 970, B4
) AUC Bk (Zergpmm = 3. 446 Zrparxmamm —
6.277 Zoxiemanm = 4. 193, Zioxcomanm = 4. 927,
P<C0.001), W# 6,

x4 NSCLC BEXENRHBEFHBHR I E RS
AR S B SE WaldX* HR 95%CI P
H2AFX mRNA 1.080 0.411 6.906 2.945 1.316~6.591 0.009
LOXL4 mRNA 1.013 0. 329 9.475 2.753 1.445~5. 246 0.002
HOXC9 0. 856 0. 308 7.726 2.354 1.287~4. 305 0.005
*6 CTBEAIME H2AFX mRNA,LOXL4 mRNAHOXCY 3 NSCLC % 4 2\ 5% #k B 25 3% % i Bl 1 (&
LD R %) RESEBE (00 e AE IR FHE AUC 95%CI FARE R e
CT 81.25 90. 54 — 0. 859 0.771~0. 947 0.718
H2AFX mRNA 68.78 81.08 1.32 0.768 0.658~0. 877 0. 499
LOXL4 mRNA 68.78 87. 84 1.38 0.835 0.744~0. 925 0.566
HOXC9 65. 62 79.73 71.57 mAU/mL 0.811 0.724~0. 898 0. 454
T4 T 96. 88 75. 68 - 0. 970 0.930~1. 000 0.726
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NSCLC J& it Ji H f5e #0014 28 7Y, H & 0 % Fl Ak
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R mUIA O . 0T BE A ML A, i Je 0 e Ao 98T
H2AFX A CH DNA i 4518 52 38 #% , St fbyr 259 .
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JEUEE 13 R T 4k 25 0 i oD 3R 5 R 14 52 IR L TR 4
i A1 356 S5 ) 5 A R T 2 R R L X R SR S ik 9RE 4
FIREBE E RS AR ZR IR AL T S A R IR B . PR 40 g
AT DL Bh 2 W6 I 1) 4N A0 JE A O S TR A ) M R
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M. HOXCY J& T [ U & 5 52 . & A7 A D F 5%
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S 0 240 J | i T 44 400 45 440 B A Ty RE L A1 32 i 98
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CT k& Han s IR b i2 W NSCLC 24 B ik B 45
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