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Abstract; RNA methylation is a key type of epigenetic modification that plays an important role in regula-
ting messenger RNA (mRNA) stability, splicing, transport, and translation. In recent years, roles of RNA
methylation in non-small cell lung cancer (NSCLC) has deepened, showing its significant implications in tu-
morigenesis,immune evasion, metabolic reprogramming, and treatment responses. The tumor microenviron-
ment of NSCLC is a complex system composed of various components including immune cells, stromal cells,
vascular networks,and cytokines,profoundly influencing the tumor’s immune state and therapeutic response.
This article reviews the regulatory effects of RNA methylation on the immune microenvironment, extracellu-
lar matrix,angiogenesis,and metabolic reprogramming in NSCLC, and further exploring its potential as an im-
munotherapy target and biomarker. Finally,it analyzes the challenges and developmental directions currently
faced by research to provide a theoretical basis for optimizing immunotherapy strategies for NSCLC.
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