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Correlation of serum Hcy, THBS1,and FKBP5 mRNA expression levels with the outcome of subsequent
pregnancy in patients with recurrent spontaneous abortion and their predictive value”
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Abstract: Objective ~ To explore the correlation of serum homocysteine ( Hcy), thrombospondin-1
(THBS1) ,and FK506 binding protein 5 (FKBP5) mRNA with the outcome of subsequent pregnancy in pa-
tients with recurrent spontaneous abortion (RSA) and their predictive value. Methods A total of 128 patients
with RSA who were under regular peripatetic care at the hospital from January 2024 to December 2024 were
selected as RSA group,and based on the outcome of the subsequent pregnancy,the patients were divided into
the adverse pregnancy group (n =43) and the normal pregnancy group (n =85), while 60 healthy pregnant
women were selected as the control group during the same period. Enzyme-linked immunosorbent assay
(ELISA) was used to measure serum Hcy and THBSI1. The real-time fluorescence quantitative polymerase
chain reaction (qPCR) method was used to measure serum FKBP5 mRNA. Multivariate Logistic regression
was used to analyze the relationship between Hcy, THBS1,FKBP5 mRNA and the risk of adverse pregnancy
outcomes in RSA patients. Receiver operating characteristic (ROC) curve was used to explore the predictive
value of Hcy, THBS1, and FKBP5 mRNA for the subsequent pregnancy outcomes in RSA patients.
Results The RSA group had higher serum Hcy and FKBP5 mRNA expression level,and lower THBSI level
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than the control group (P<C0.05). The adverse pregnancy group had higher serum Hcy, THBSI1,FKBP5 mR-
NA,and diastolic blood pressure, and lower THBSI1 than the normal pregnancy group, and the differences
were statistically significant (P <C0. 05). The expression levels of Hey (OR =3. 248), THBS1 (OR =0. 266),
and FKBP5 mRNA (OR =2. 836) were all factors that affected adverse outcomes in RSA patients (P <C0. 05).
The area under the curve (AUC) of serum Hcy, THBSI, and FKBP5 mRNA alone in predicting the subse-
quent pregnancy outcomes in RSA patients were 0. 810,0. 739,and 0. 862, respectively. The AUC of combined
prediction was 0. 929, with a sensitivity of 88. 37% and a specificity of 83. 53%. The combined prediction of
the three was more effective than those of single detection (Z npinstionticy = 3+ 027 s Z compingtiontim — 3+ 931
Z combination FKBPs mrna — 2. 164 ,all P<C0. 05). Conclusion The serum Hcy and FKBP5 mRNA are upregulated in
RSA patients, while the trend of THBSI is opposite. All three are important factors affecting the adverse preg-

nancy outcomes of RSA patients. In addition, the combined detection has better predictive efficacy for the

pregnancy outcomes.
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