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Abstract:Objective To explore the relationship between the expression levels of serum chemokine (C-
X3-C motif) receptor 1 (CX3CR1),formin homology 2 domain containing 3 (FHOD3) ,and G-protein coupled
receptor 176 (GPR176) in ovarian cancer (OC) patients and pathological staging,and to analyze the predictive
value of the combination of the three for prognosis. Methods Totally 175 patients with OC admitted to Nan-
tong Tumor Hospital from January 2021 to March 2023 (OC group) were included. Based on the follow-up re-

sults, patients were divided into good prognosis group (114 cases) and poor prognosis group (61 cases).

EBR A2 &, BRI, EEAHIERRR W, © @EEE . Email: wmy20230428@163. com.



+ 908 - ErAbEF 4% 2026 £ 4 A% 47 %% 8 Int ] Lab Med, April 2026, Vol. 47,No. 8

Meantime,another 100 patients with benign ovarian tumors who received treatment (benign tumor group) and
100 healthy individuals who underwent physical examine (control group) were included. Real-time quantita-
tive PCR (RT-qPCR) was used to detect serum CX3CR1,FHOD3,and GPR176 expression levels. Spearman
method was used to analyze the correlation between serum CX3CR1,FHOD3,GPR176 expression levels and
pathological staging in OC patients. Pearson method was used to analyze the correlation between serum
CX3CR1,FHOD3,GPR176 expression levels and CA125 and HE4. Kaplan-Meier survival curve was used to
analyze the relationship between serum CX3CR1,FHOD3,GPR176 and the prognosis of OC patients. Cox re-
gression was performed to discuss the factors influencing the prognosis of OC patients. Receiver operating
characteristic (ROC) curve was performed to discuss the predictive value of serum CX3CR1, FHODS3, and
GPR176 for the prognosis of OC patients. Results
protein 4 (HE4) ,and mRNA expression levels of CX3CR1,FHOD3,and GPR176 were significantly higher in
the OC group compared to the benign tumor group and there was a statistically significant difference between
different pathological stages (P<C0. 05). The expression levels of CX3CR1,FHOD3,and GPR176 in serum of
patients with OC were positively correlated with pathological staging (+=0. 502,0. 429,0. 499) ,CA125 (=
0.512,0.493,0.486) ,and HE4 (+=0. 394,0. 382,0. 454 ,all P<C0. 05). The proportion of patients with patho-

logical stages [ —IV and low differentiation degree,as well as the mRNA expression levels of serum CA125,

Serum cancer antigen 125 (CA125), human epididymis

HE4,CX3CR1,FHOD3,and GPR176, were significantly higher in the poor prognosis group compared to the
good prognosis group (P<C0. 05). The 2-year progression-free survival rate of patients with low expression of
CX3CR1,FHOD3,and GPR176 was higher than that of patients with high expression of each respective gene
(80.95%,71.26%,73.26% wvs. 50.55%,59.09%,57. 30% , Log Rank X*=18. 354, 4. 565,5.959,all P<<
0. 05). Pathological stage [l — IV ,low differentiation degree,and elevated expression levels of serum CA125,
HE4,CX3CR1,FHOD3,and GPR176 are risk factors affecting the prognosis of OC patients (P <C0. 05). The
area under the curve (AUC) of serum CX3CR1,FHOD3, GPR176,and their combination in predicting the
prognosis of OC patients were 0.800,0.815,0.806,and 0. 910, respectively. The combined detection of these
three markers demonstrated superior predictive performance (Z . mpmaioncxscrr = 2. 496 5 Z compimationrrons = 2. 000,
Z combination-Grr176 — 2. 506 ,all P<Z0. 05). Conclusion Serum CX3CR1,FHOD3,and GPR176 expression levels are
elevated in patients with OC,and they are closely related to pathological staging and prognosis. In addition, the
combination of the three factors has a better predictive effect on the prognosis of OC patients.

chemokine (C-X3-C motif) receptor 1;
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