E R E¥4R 202647 % 47 %% 143 Int ] Lab Med,July 2026, Vol. 47,No. 14 « 1665 -

o E-
E T 16S rRNA U FF H AR K & B MLE 2%
RIRXESORE#XE

ko' . x me
1. BHEAKFWREERIFREINA, @ N 646000;2. &M T AR E RSN, @ 4218 618000

i E.BR KISk hmrBlkaZHERRELHLAPD S vl AR MG X 2 FHEARGLSH, FiE @#F
2024 i AR ERME @ HLAP &% 104 # A AR &, REEH S W4 A% E HLAP 40 (A 41,49
) F-EFE HLAP 4 (B 40,55 ) , Rl Ak 5 40 i R E R F A R BA(H 4), @id 16S rRNA @ 53
RAFH B AT 2, A R R HAE M, X R MBS AT I LR AR R Y T 5 K F (ASVs), i@
o SRS BEFRINEFENGESZON FEREDBHEORFEFRERF., ER AR EKF 7678
AASVs, Hd A2 4350 /A,BR 4054 A HAIT6A, ZHIWEF . EHABEATAS . MEAHAEEE
BLARBEEMEFRKTANEZF PEERABLEMN ZFALITFEL(P<0.05), 3 £AFG 2 MK
AGBEA LT EZEHNHAR LA BAME (2Ll a A YRELGEREFA ST FEL(P<0.05), 54
BERFWHR . HLAP 3 FFEE T MABITRAAR LA (P<0.05) . mEHBHIT RHEAIT . ERAFHIT.
AR A 2 EAK(P<<0.05), BAKFSWEREN HLAP EH Mk L0 E F AR TRAFT KA Y
s F EEZH(P<0.05) . mAZEH AT FFEHEK(P<0.05), LEfSe a4 7. ¥%-%F & HLAP & % o 2%
ADFRAFANT MHAR DA TRAAGFENEIAZH(P<0.05 . mAFEHAE. AT A0 LK
ABMFENZERP<0.05), i HLAP WA AL vl M AMBHYG R AE WML HLAP &4 5
fERERZAL IR AN FZLBR R ALFE MR EFBRREREZAH T MAFE T Phak 2R H 7R
HERA ERA LA FELRS S FERKGOEEVANT AFRANT CRAENT XEANFEER.

KBRS m; SZHMBRKX; vhlEMmAdY; 16SrRNARMF; wEk

DOI:10. 3969/j. issn. 1673-4130. 2026. 14. 001 FEZESES RT6

M EHE:1673-4130(2026)14-1665-08 MEKFRERD A

Exploring the relationship between hyperlipidemic acute pancreatitis and
oral microbiota based on 16S rRNA sequencing technology
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Abstract: Objective To investigate the relationship between hyperlipidemic acute pancreatitis (HLAP)
and oral microbiota and to describe the distribution of oral microbiota. Methods A total of 104 patients with
HLAP admitted to Deyang People's Hospital in 2024 were selected as the research objects. According to the
diagnosis,the patients were divided into mild HLAP group (group A,49 cases) and moderate-severe HLAP
group (group B,55 cases). A total of 40 healthy volunteers were selected as the healthy control group (group
H.n=40). The samples were processed by 16S rRNA sequencing technology to generate raw data files. These
data were spliced,filtered and denoised to obtain amplicons sequence variations (ASVs). Bioinformatics analy-
ses such as a diversity analysis and 8 diversity analysis were performed to evaluate the characteristics and
differences of microbial communities. Results A total of 7 678 ASVs were obtained in this study,including
4 350 ASVs in group A,4 054 ASVs in group B and 976 ASVs in group H. Statistical analysis showed that the
sample size of this study was sufficient and the sample coverage of sequencing was high. The difference in

community structure between groups was greater than that within groups,and the difference in oral saliva flo-
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ra structure was statistically significant (P<C0. 05). The oral microbial communities of the three groups were
similar in the composition of the main phyla, but the composition of salivary microbial communities was sig-
nificantly different (P <Z0. 05) Compared with the healthy volunteers, the proportions of Firmicutes and
Bacteroidetes in HLLAP patients were significantly increased (P <C0. 05) ,while the proportions of Proteobacte-
ria, Fusobacterium , Pasteuteobacteria and Actinobacteria were significantly decreased (P <C0. 05). The results
of genus-level analysis showed that the relative abundance of Porphyromonas,alloprevotella and Prevotella in
HLAP patients was higher (P<C0. 05) , while the relative abundance of Neisseria was lower (P<C0. 05). LEfSe
analysis showed that the abundance of Bacteroidetes,Bacteroidetes,Bacteroidetes and Prevotella were signifi-
cantly increased in patients with moderate-severe HLAP (P <{0. 05), while Neisseria, Neisseraceae and
Burknethereae were significantly decreased (P <C0. 05). Conclusion The occurrence of HLAP is closely relat-
ed to the imbalance of oral salivary microbiota. The oral microbial community composition of HLLAP patients
is similar to that of healthy volunteers, but the composition of oral microbial community is different. Those
with low relative abundance included Proteobacteria, Fusobacteria, Pasteurella, Actinobacteria,and Neisseria.

oral microorganisms; 16S rRNA sequencing; saliva
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Exploring the influence of different specimen states on fully
automated capillary serum protein electrophoresis
Xu Xingiang"’ ,Liu Jiduo"® ,Liu Guang ping"® ,Lu Weiguo'” ,Wu Jinfeng®
1. Department of Laboratory Medicine sthe First Affiliated Hospital of Guangzhou University of
Chinese Medicine ,Guangzhou ,Guangdong 510405,China ;2. Guangdong Institute of
Chinese Medicine Clinical Research ,Guangzhou sGuangdong 510405,China ;
3. First Clinical College ,Guangzhou University of Traditional Chinese Medicine ,
Guangzhou ,Guangdong 510405,China
Abstract:Objective To investigate the effects of hemolysis,jaundice, lipid turbidity,and high fibrinogen
on fully automated capillary serum protein electrophoresis. Methods A fully automated capillary electropho-
resis instrument and corresponding reagents were used to perform serum protein electrophoresis on specimens
with different degrees of hemolysis,jaundice,lipid turbidity,and fibrinogen in a 30 cm X 50 pm silicon capil-
lary under buffer conditions of 11. 7 kV voltage,22 ‘C,and pH>>8. 9. The wavelength detection range was
200—600 nm. Results Hemolytic specimens would interfere with serum protein electrophoresis, causing a
pseudo elevation of the band in the B, region,forming a "peak" similar to monoclonal immunoglobulin (M pro-
tein). The degree of pseudo elevation increased with the severity of hemolysis. In immunophenotyping electro-
phoresis, when M protein appears in the r region, hemolysis has no effect on the immunophenotyping results.
When the position of M protein is exactly the same as the electrophoretic position of hemoglobin in the serum,
that is,in the B region,if the hemoglobin concentration in the hemolytic serum is not greater than 4 g/L,the
immune typing result is not affected. No interference was observed in serum protein electrophoresis with jaun-
dice and lipid turbidity specimens. High concentrations of fibrinogen can hinder plasma protein electrophore-
sis. Conclusion Hemolysis and high concentration of fibrinogen can affect the results of serum protein elec-
trophoresis, while no interference was observed in samples with jaundice and lipid turbidity during serum pro-

tein electrophoresis.
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