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Association of 34 single nucleotide polymorphisms with childhood ALL"
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Xuzhou Medical University s Xuzhou ,Jiangsu 221000,China
Abstract: Objective To investigate the association between 34 single nucleotide polymorphisms (SNPs)
and the risk of childhood acute lymphoblastic leukemia (ALL). Methods A total of 34 SNPs of ALL suscep-
tibility genes were selected from literature search. A case-control study was conducted. Peripheral blood sam-
ples were collected from 300 ALL children and 300 healthy children. Genomic DNA was extracted by magnetic
beads method,and candidate SNPs were genotyped by MassArray Iplex Gold method. MobaXterm software
was used to analyze the association of 34 candidate SNPs with ALL in children. Results The following 10
sites were identified in ALL and healthy controls: RYR2 rs7554607, IKZF1 (rs11980379, rs4132601), DDC
(rs2167364,rs880028), NR (rs10272724,1rs10417924,1rs12769953,rs4982731) and DGCRS8 rs1640299, which
were significantly different in multiple genetic models (P<C0. 05) ,and were associated with the increased risk
of ALL in children(OR >1). IL2RA rs706778, ARID5B rs10821938, C50rf22 rs10035440, CEBPE rs2144827
and GSDMB rs2290400 were significantly different between ALL group and healthy control group in multiple ge-
netic models (P<C0. 05) ,and were associated with a reduced risk of ALL in children (OR>>1). Conclusion Asso-

ciation analysis confirmed that multiple SNPs were associated with ALL in children.
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CEBPE.BMI1,CDKN2A/2B 4 & 5 JL# ALL XU &
HH O B S SR DAY H ) JE 3k DR A7 7 B R %) b i A
B R S L I ARIDSB 76 75 JF oF %5 vh o
B, ARIDSB rs10821936 5 (1 fl A JL# ] ALL
RAEMERA XY GWAS EIRIE MY ALL 5 &N 2
N E T By S N, T Bk — A R AT RS, T
JLEE ALL AR X 38 BN 52 30 558 52 Wi 55 /0N 52 4> 1Rt
(LIS S AL £, & ALL 4% F Wi AT 9 7 B4 1Y oF
SERER . IL. AR WF ST U 8 ALL 8 LA B L 4b
JE bR AR SR 5 -5 B A 5T L 38 3 40 AT 34 A4 ik H
AR Z A1 (SNP) 55 ALL BB T 5
HiE L ALL HH5GAY SNPs {45,

1 #ERl5A%

1.1 — %R EE 2015 4F 2 H & 2023 4F 9 A A
Bl i i2 1 300 Bil4E e ALL B JLA ALL 4,1
AEWE (5,220, 32) %, Hi 5 183 fl, 2 117 fi], %
B[] A A 5 i BREAACAS: JL 3 300 451 g £ HE X BE 4, - 24
AEE (5. 12 £ 2. 10) &, Hop 55 183 i, % 117 #.
ALL 41 F0 g FE 6 HE 20 47 0 PR 51 L3, 25 R R ge i+
B (P>0.05) AR, ALL A fird &L
i AN TR 245 2 L8t AL 2F S8 22 BN o 7 AL W) e
LW ALL, HEAE ALL 3% s G e ny L&,
AWEFY B AR B A P 2 B 2 W A T b UE (/8BS 2023-
05-09-HO09) , I A 48 A AW 5% B WiF 58 X 52 4 9k 58 4= 45
MR B RE .

1.2 FRAALER  HhHC ALL 45 fd B X B8 20 #F 5% %t
% AME M 3 mL, B T EDTA-K, Hi&E 0% 158 b, 5
BRAT 7~ 8 K, 04044 10 5 o e 7R 21 LA B Ik i
W BESE X AT 4R f PO BE I B T AE — 80 “C UKAH
A

1.3 Hik

1.3.1 SNPsfimk#% ffik 34 5 ALL MHEH
SNPs 37 5, JIr A #3225 5 #B 3 2 T #F Hapmap W
YA H A /NS 67 FE PRUBR R T 5 20 B9 Am o
1.3.2 JEN4 DNA $EHC SR FH 04 2R 15 46 HRUIE [ 441
DNA W B 25 2R 145 P 4 Be 58 1009 5% A 21 R0 RL B0 A% 119
B0 e IO R A R 2D SR P2 L DNA, A
Nanodrop 2000 G i & 5 4F 7 66 B 1) #17 DNA
W BERG I, Ve B 5 4l B R A R RE AR BT AT — 20 1
A I S5 6

1.3.3 RFEBE M R A MassArray Iplex Gold %
PRIRS 0 53 70 B R A7 6 DR 0 8 . e RS2 45 A 13 A
i Fl MassArray siFECHE ] & 47 19 € gl Ak 19 5 | 9 48
AF = g B R 0N e B A A7 B b e IR S I R AR
TR L A G 1 R E MassArray BT RE A R, i
A7 5T v A I, A DU A 45 SR AH ] Agena Typer 4. 0
Software M7 H15

1.4 GEil2FubP RA SPSS24. 0 B4 X $ 4 k47
AL BRF AT . THECEERE DL ER B 4y R RN L L] H
BRI XP KL, 4 5 B R Hp B DR A B A A 3 R
5% MR Fisher's Ki#i K56 . K FH Logistic
HatERLENES ALL 2 &1 5E OR K
95%CI, f# F§ MobaXterm # {4 #E 47 KB40 #r, LU
P<C0.05 BERAGIT¥E XL,

2 & R

2.1 34 Mk SNPs (i i A R B s ik 4%
T 34 /> SNPs o7 15, » 3 2o o5 7F Yo o iR 1 47 8 DI BE .
SEAEHE DR URCAE A BE DR LU A A6 B TR R I st A% T Al
R &5 5 0L 3% 1, bt 34 A7 s 45 4 a8t 1% 1 il A 50
(P>0.05),

=1 &3%& SNPs EXRER

WL RSN
SNPs A PLRERVN Tl 5 X A7 Yrfg R E Ve 95|
' ‘ s U g gk

rs636832 AGO1 1 35897874 W& TS G/A G 0. 36 1. 00
rs595961 AGO1 1 35902179 N TFA R A/G A 0. 45 0.42
rs10873876 ST6GALNACS3 1 76306643 W& T2 5 T/C T 0. 30 1. 00
rs3024505 NR 1 206766559 — A/G A 0.09 0.58
rs7554607 RYR2 1 237103303 W& TS G/A G 0.37 1. 00
rs583911 IL12bA 3 159992603 W& A5 A/G A 0.42 0.22
rs1046014 FASTKD3 5 7859321 Al G it i e A S Cc/T C 0.23 0. 81
rs2307116 MTRR.FASTKD3 5 7861872 N TR A/G A 0.24 0.33
rs10035440 C5orf22 5 31539356 & A 5 C/T C 0.16 0.70
rs3181224 LOC105377683 5 159313842 W& A5 G/A G 0.10 0.53
rs1360756 SMLR1 6 130828276 W& TS C/T C 0.47 0. 60
9388857 SMLR1 6 130828738 AR T/G T 0.47 1. 00
rs6964823 IKZF1,L0C124901631 7 50392398 W& 5 A/G A 0.37 0.21
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. . . . o e WENL REENL

SNPs K PR BB X 37 Ty fiE TE R eS| EH EEEE P
rs11978267 1IKZF1 7 50398606 W& TS G/A G 0.23 0. 84
rs11980379 IKZF1 7 50402283 3" IR R IX AR S C/T C 0.22 0.68
rs4132601 IKZF1 7 50402906 3" AR B X AR 5 G/T G 0.22 0.68
rs10272724 NR 7 50409515 — c/T C 0.21 0.68
rs2167364 DDC 7 50498129 N5 Cc/T C 0.27 0.17
rs880028 DDC 7 50502438 N TR G/A G 0.18 0.31
rs706778 IL2RA 10 6056986 N TR C/T C 0.50 0.32
rs12769953 NR 10 22118727 — Cc/T C 0. 20 0.29
rs10994982 ARID5B 10 61950345 W& TS G/A G 0.44 0.36
rs10821938 ARID5B 10 61965014 W& 28R A/C 0.50 0.13
rs174538 FENI.MIR611,TMEM258 11 61792609 2KB LA 5 A/G A 0.28 0.31
rs16917496 KMT5A 12 123409283 Al g it iy AR A S C/T C 0.50 0.15
rs2247119 PHF11.SETDB2-PHF11 13 49513006 N 7R C/T C 0.22 0.28
rs1925742 RCBTBI 13 49535448 W& T2 5 Cc/T C 0.50 0.42
rs4982731 NR 14 23116124 — C/T C 0.33 0.25
rs2144827 CEBPE 14 23118022 N TR A/G A 0.21 0.71
rs1800566 NQO1 16 69711242 i LE A/G A 0.28 0.82
rs2290400 GSDMB 17 39909987 WA T Cc/T C 0.42 0.79
rs10417924 NR 19 41327262 — T/C T 0.10 0.32
rs1640299 DGCRS 22 20110836 3" i AR B R X AR 5 G/T G 0.38 0.43
rs139919 TNRC6B 22 40330179 3" iR R X S C/T C 0.21 0.24

TE s NR 3R 4 f% X 5 — Sy e 0 0 H0 s

2.2 fk SNPs 3 45 5 3% R 7E ALL 20 i B Xof iR
HER L 2593 K, RYR2 rs7554607 ,C50rf22
rs10035440, DDC ( rs2167364. rs880028 ). NR
(rs10272724, rs12769953, rs4982731 ), ARID5B
rs10821938, CEBPE rs2144827 . GSDMB rs2290400
A DGCRS rs1640299 76 ALL #H 5 £ B X M 2H b iy
FE R R oA 25 S AT Ge it (P <<0. 05) , Hix 23 4>
SNPs #£ ALL 4 Al fg Fg XF 8 2 2 [] g 5 PR 0 43 A 22
BHG I EE L (P>>0.05), @k SNPs f i 3 K 7
T ALL ZH i B o 8 4[] L 25 IR L3k 2,

2.3 i3k SNPs i i 7EZ Flst B AL h 5 ALL 1) ¢
B M RYR2 rs7554607. IKZF1 (rs11980379,
rs4132601), DDC (rs2167364 . rs880028) Hl NR
rs10417924 X E RRPERLAI T 5 ALL W KB A &
(P<C0.05), HEaPERA OR>1, NR (rs10272724

rs12769953) il DGCRS rs1640299 7F &5 o7 K& A 45 U
IR R AL R R 5 ALL MR A L (P<
0.05),OR>1, H M A OR {8 & T H fth 455 A
OR {H. NR rs4982731 7£ 4 i & PRI AU i A58 20
WHRAI TR AT B S ALL B9 RS A 6 (P <<0. 05),
OR>1, (B ERI AL 5 ALL B XU JC % (P >>0. 05),
IL2RA rs706778 Fl ARID5B rs10821938 Y 1F b M it
e B R 5 ALL f % (P <<0. 05) H OR <1,
C50rf22 rs10035440 Fil CEBPE rs2144827 7F %5 i 3t
PRIRE Y i P A AR D 3 MRS A 5 ALL A5 6 (P <<0. 05)
H OR<C1, GSDMB rs2290400 {V 7F Fa P | 5
ALL A B (P<C0. 05 H OR<<1, H: 4% 19 4~ SNPs
AL AR R R RS ALL B9 &8 (P>
0.05), 34 MEik SNPs i sifE Z Fh it i Bl h 5
ALL PRI 3,

2 34 MEE SNPs EEBHBER[1(%)]
- .. 3y ALL 4 fEE R AL y -
(A/B) AA AB BB AA AB BB
AGOL r$636832 G/A  26(8.7)  10033.3)  174(58.0) 2006.7)  116(38.7) 164(54.7) 2.26 0.322 0.335
AGOL 1s595961 A/G 19(6.3)  81(27.0)  200(66.7) 1.7 8227.3)  207(69.0)  2.26 0.323 0.341
ST6GALNAC3 1510873876 T/C 29(9.7)  109(36.3)  162(54.0) 27(9.0)  127(42.3) 146(48.7) 2.28 0.321 0.318
NR 1$3024505 A/G 0€0.0) 21(7.0)  279(93.0) 1€0.3)  3010.0)  269(89.7)  — - 0.191
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xR 2 34 MMEIE SNPs BEB S BE R0 (%)]

e ALL 41 TRERERS 2R
R SNPs X" P pP*
(A/B) AA AB BB AA AB BB
RYR2 17554607 G/A  37(12.3)  100(33.3)  163(54.3) 20(6.7) 114(38)  166(55.3)  6.01 0.049 0.047
IL12bA 1583911 A/G 34(11.3)  120(40.0)  146(48.7) 23(7.7)  137(45.7)  140(46.7) 3.37 0.185 0.185
FASTKD3 rs1046014 C/T 134.3)  77(25.7)  210(70.0) 6(2.0) 70(23.3)  224(74.7)  3.36  0.186 0.189
MTRR,FASTKD3 rs2307116 A/G 1.7 113G37.7)  176(58.7) 13(4.3)  115(38.3)  172(57.3)  0.23 0.891 0.905
Csorf22 rs10035440 C/T 2€0.7) 25(8.3)  273(91.0) 2(0.7) 43(14.3)  255(85.0)  — — 0.049
LOCI105377683 rs3181224 G/A 2€0.7) 27(9.0)  271(90.3) 1€0.3) 28(9.3)  271(90.3)  — — 1000
SMLR1 rs1360756 C/T 42(14)  128(42.7)  130(43.3) 34(11.3)  127(42.3)  139(46.3) 115 0.564 0.58
SMLRI1 159388857 T/G 47057 11939.7)  134(44.7) 33(11.0)  132(44.0)  135(45.0)  3.13  0.209 0,206
IKZF1,L0OC124901631 1s6964823 A/G 103.3)  55(18.3)  235(78.3) 8(2.7) 65(21.7)  227(75.7) 119 0.55 0.531
IKZF1 rs11978267 G/A 15(5.0)  72(24.0)  213(71.0) 10(3.3)  87(29.0)  203(67.7)  2.66 0.265 0.272
IKZF1 rs11980379 C/T 18(6.0)  73(24.3)  209(69.7) 7(2.3) 86(28.7)  207(69.0) 5.91 0.052 0.05
IKZF1 154132601 G/T 18(6.0)  73(24.3)  209(69.7) 7(2.3) 86(28.7)  207(69.0) 5,91 0.052 0.05
NR rs10272724 C/T 26(8.7)  77(25.7)  197(65.7) 7(2.3) 86(28.7)  207(69.0) 11.68 0.003 0.002
DDC rs2167364 C/T 27(9.0)  TL(23.7)  202(67.3) 6(2.0) 97(32.3)  197(65.7) 17.45 0.000 0.000
DDC 1880028 G/A 23(7.7)  TI(23.7)  206(68.7) 6(2.0) 92(30.7)  202(67.3) 12.71 0.002 0.001
IL2RA 1s706778 C/T 4501500 105(35.0)  150(50.0) 4414.7)  131(43.7) 125417 5.15 0.076 0.076
NR rs12769953 C/T 380127 56(18.7)  206(68.7) 5(1.7) 87(29.0)  208(69.3) 32.06 0.000 0.000
ARIDSB 1510994982 G/A  64(21.3)  134(44.7)  102(34.0) 75(25.0)  142(47.3)  83(27.7)  3.05 0.217 0.216
ARID5B rs10821938 A/C 70(23.3)  127(42.3)  103(34.3) 68(22.7) 16454 7)  68(22.7) 119 0.003 0.003
FENI,MIR611, TMEM258  rs174538 A/G 52007.3)  125(41.7)  123(41.0) 39(13.0)  127(42.3)  134(44.7) 2.34  0.31 0.308
KMT5A 1516917496 C/T  35UL7T  126(42.0)  139(46.3) 26(8.7)  144(48.0)  130(43.3) 2.83 0.243 0.249

PHF11.SETDB2-PHF11 rs2247119 C/T 65(21.7)  135(45.0)  100(33.3) 50(16.7)  134(44.7) 116(38.7)  3.15 0.208 0.209

RCBTBL rs1925742 C/T 73(24.3)  142(47.3)  85(28.3) 63(21.0)  157(52.3)  80(26.7)  1.64 0.441 0.431
NR rs4982731 C/T 18(6. 0) 93(31.0)  189(63.0) 9(3.0) 70€23.3)  221(73.7) 874 0.013 0.014
CEBPE rs2144827 A/G 36(12.0)  120(40.0)  144(48.0) 41(13.7)  145(48.3)  114(38.0)  6.17 0.046 0.046
NQO1 rs1800566 A/G 59(19.7)  151¢50.3)  90(30.0) 69(23.0)  153(51.0)  78(26.0)  1.65 0.438 0.445
GSDMB rs2290400 C/T 113. 7D 148(49.3)  141(47.0) 30€10.0)  134(44.7)  136(45.3)  9.59 0.008 0.008
NR rs10417924 T/C 113. 7 67(22.3)  222(74.0) 3(1.0) T424.7T)  223(74.3) - —  0.086
DGCRS rs1640299 G/T 36(12.0)  107(35.7)  157(52.3) 14(4. 7 114(38.0)  172(57.3) 10.59 0.005 0. 005
TNRC6B rs139919 C/T 24(8.0) 117¢39.0)  159(53.0) 17(5. 1 127(42.3)  156(52.0)  1.63 0.442 0.447

T A N RAESAIEN B NS H NN P O Fisher's WHI K40 P H — AL WU HE

R334 MMRIE SNPs LR ESTEEHEE P S ALL BIXBEE

EAve | SRS TR AR FateAsom)
LA SNPs

(A/B) OR95%CD) P OR(95%CI) P OR(95%CID) P OR(95%CI) P
AGO1 rs636832 G/A  0.97€0.75~1.25) 0.843 0.97(0.75~1.24) 0.788 0.87(0.63~1.20) 0.401  1.33(0.72~2.44) 0.358
AGO1 rs595961 A/G 1.18(0.8~1.58) 0,209 1.17(0.88~1.54) 0.279 1.12(0.79~1.58) 0.523  1.78(0.83~3.8D) 0.133
ST6GALNAC3 rs10873876 T/C  0.89(0.70~1.15) 0.408 0.90(0.70~1.15) 0.392 0.81¢0.59~1.11) 0.191  1.10(0.63~1.91) 0,748
NR 1$3024505 A/G 0.64(0.37~1.13) 0.160 0.65(0.37~1.14) 0.131 0.66(0.37~1.18) 0,158  0.00¢0. 00~0.00) 0.999
RYR2 rs7554607 G/A  1.18(0.92~1.53) 0.218 1.16(0.91~1.48) 0.23 1.04(0.75~1.43) 0.826  1.96(1.11~3.48) 0.021
IL12bA rs583911 A/G 1.04(0.81~1.33) 0.803 1.04(0.82~1.34) 0.732 0.93(0.67~1.28) 0.642  1.55(0.89~2.71) 0.122
FASTKD3 rs1046014 C/T  1.31€0.96~1.79) 0.110 1.30(0.95~1.76) 0.099 1.27(0.88~1.81) 0.199  2.3(0.85~6.16) 0,099

MTRR.FASTKD3 rs2307116 A/G 0.95(0.72~1.20) 0.732 0.94(0.71~1.24) 0.668 0.95(0.68~1.31) 0.740  0.84(0.37~1.91) 0.675
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ZR3 34 MEIE SNPs (L mE S MEEER b 5 ALL BICE1E
. ey S L JinAsAY AR P A
A ¥ (A/B ORO%CDH P OR(B%CDH P OR%B%CDH P OR(95%CI) P
Csorf22 rs10035440  C/T  0.60(0.37~0.96) 0.043 0.61(0.38~0.97) 0.038 0.56(0.33~0.93) 0.024  1.01(0.14~7.19)  0.996
LOCI05377683 13181224 G/A 1.04€0.62~1.73) 1.000 1.05(0.63~1.73) 0.865 1.01(0.59~1.75) 0.964 2.01(0.18~22.28) 0.571
SMLR1 rs1360756 C/T  1.14€0.89~1.44) 0.329 1.13(0.89~1.43) 0.312 1.13(0.82~1.56) 0.466 1.28(0.79~2.08) 0.319
SMLR1 1s9388857 T/G 1.1200.88~1.42) 0.394 1.11(0.83~1.40) 0.378 1.01(0.73~1.40) 0.943  1.51(0.94~2.43) 0.091
IKZF1,LOC124901631 rs6964823 A/G 0.92(0.65~1.28) 0.668 0.92(0.67~1.27) 0.620 0.86(0.59~1.26) 0.431  1.26(0.49~3.24) 0.631
IKZF1 rs11978267  G/A 0.94(0.70~1.27) 0.761 0.94(0.71~1.26) 0.696 0.85(0.60~1.21) 0.365 1.51(0.67~3.43) 0.320
IKZF1 rs11980379 /T 1.11(0.82~1.50) 0.543 1.10(0.82~1.47) 0.526 0.96(0.68~1.37) 0.840  2.66(1.09~6.46) 0.031
IKZF1 rs4132601 G/T 1.1100.82~1.50) 0.543 1.10(0.82~1.47) 0.526 0.96(0.68~1.37) 0.840  2.66(1.09~6.46) 0.031
NR 110272724 C/T  1.37(1.03~1.83) 0.040 1.33(1.01~1.75) 0.045 1.16(0.83~1.64) 0.389  3.99(1.70~9.35) 0.001
DDC rs2167364 C/T  1.190.89~1.58) 0.274 1.17(0.89~1.54) 0.263 0.93(0.66~1.31) 0.671 4.89(1.99~12.03) 0.001
DDC rs880028 G/A  1.16(0.86~1.55) 0.372 1.14(0.86~1.51) 0.355 0.94(0.67~1.33) 0.726 4.09(1.64~10.22) 0.003
IL2RA 1706778 C/T  0.84€0.66~1.06) 0.163 0.85(0.68~1.07 0.173 0.71(0.51~0.98) 0.040  1.03(0.65~1.61) 0.905
NR rs12769953  C/T  1.46(1.09~1.96) 0.012 1.37(1.05~1.78) 0.021 1.03(0.73~1.46) 0.87 8. 61(3.33~22. 23)<C0. 001
ARIDSB 110994982 G/A  0.820.65~1.03) 0.093 0.83(0.66~1.03) 0,093 0,74(0.52~1.05) 0.093  0.81(0.55~1.19) 0. 282
ARIDSB rs10821938  A/C 0.80(0.64~1.01) 0.064 0.81(0.64~1.01) 0.060 0.56(0.39~0.80) 0.002  1.04(0.71~1.52) 0.853
FENI1.MIR611, TMEM258  rs174538 A/G 1.1900.94~1.5D 0.167 1.17(0.93~1.47) 0.173  1.16(0.84~1.60) 0.373  1.40(0.89~2.20) 0.143
KMT5A rs16917496  C/T  1.00(0.79~1.27) 1.000 0.99(0.78~1.27) 0.952 0.88(0.63~1.21) 0.422  1.38(0.81~2.37) 0.237
PHF11,SETDB2-PHF11 2247119 C/T  1.24€0.98~1.56) 0.079 1.22(0.98~1.52) 0.081 1.26(0.90~1.76) 0.179  1.39(0.92~2.09) 0.116
RCBTBI rs1925742 C/T  1.03(0.82~1.30) 0.817 1.03(0.82~1.30) 0.782 0.91€0.64~1.31) 0.624 1.21(0.83~1.78) 0.322
NR 14982731 C/T  1.59(1.18~2.15) 0.003 1.55(1.16~2.07) 0,003 1.64(1.16~2.33) 0.005 2.090.92~4.74) 0.077
CEBPE 12144827 A/G 0.77(0.61~0.98) 0.039  0.78(0.61~0.98) 0.036 0.66(0.48~0.92) 0.013  0.86(0.53~1.39) 0.532
NQOL rs1800566 A/G 0.86(0.69~1.08) 0.224 0.86(0.68~1.08) 0.201 0.82(0.57~1.17) 0.273  0.82(0.56~1.22) 0.327
GSDMB 1$2290400 C/T  0.83(0.65~1.06) 0.149 0.81(0.62~1.05) 0.116 0.94(0.68~1.29) 0.697  0.34(0.17~0.70)  0.003
NR 110417924 T/C 1.13(0.82~1.57) 0.507 1.13(0.82~1.56) 0.453 1.02(0.71~1.47) 0.918 3.81(1.05~13.82) 0.042
DGCR8 rs1640299 G/T  1.37.06~1.77) 0.019 1.36(1.05~1.74) 0.018 1.23(0.89~1.70) 0.207  2.79(1.47~5.28) 0.002
TNRC6B rs139919 C/T  1.03(0.80~1.33) 0.846 1.03(0.80~1.34) 0.806 0.96(0.69~1.32) 0.787  1.45(0.76~2.76) 0.258
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FRHEEAL OTUB2.COLA3 Rik5 E R
EREXCHEXERBEEY

ARXFTHEZER/ARXKRFWER A= ERAaF, 33L& X 430060

# E.BH HiTEEBEPLEEEOOAR T LS OTU LMz EBEAHE G 2(0TUB2) . VT & 1K &
&8 A3(COL6A3) P 8g ik, oA = 5 L& 18 R 4540 (EMT) 47 & 4 89 48 %t & sF EOC TS o9 3F # A 18,
Fix #®E2019F 4 A% 202254 A FiZRsee 1184 EOC B4 AR £, KA L ¥ kLT E PCR
#rml A OTUB2 mRNA.COL6A3 mRNA & ik % EMT 48 % 2 B[ £ & 45 % % & (E-cadherin) mRNA, 4]
45 %% & (N-cadherin) mRNA. 4 3 # % B F (Snail) mRNA J & &, KA LB AL Fn OTUB2,
COL6A3 & & kA K-F, # A Pearson #8 % 547 OTUB2.COL6A3 5 EMT #F & 4 %9 48 % %, Kaplan-Meier
A Aw&Fe Cox Wl RemPAsHEFZLEAENL, &R EOC &AL OTUB2 mRNA, COL6A3 mRNA,
N-cadherin mRNA . Snail mRNA %5 & F & % 24 22 (P <0.001),E-cadherin mRNA £ # & FE FH L (P
0.001), 2 2 P OTUB2 mRNA 5 N-cadherin mRNA . Snail mRNA 34§ 2 E 48 % (r =0. 659,0. 751, P<
0.001).%5 E-cadherin £ 1 48 % (r=—0. 691, P <C0. 001);COL6A3 mRNA 5 N-cadherin mRNA . Snail mR-
NA 3 2 EA8% (r=0.662.0.668,P<C0.001) 5 E-cadherin £ # #8% (» = —0. 739, P<(0. 001); OTUB2 mR-
NA 5 COL6A3 mRNA % EA48 % (r=0.611,P<C0.001), &2 OTUB2 Fatt £[66. 10% (78/118) wvs.
7.63%(9/118)],COL6A3 MM F[67.80% (80/118)vs. 6.78%(8/118) & T J& F 40 (X* =86.677.93. 936,
P<<0.00D), 5E K >#EBFIGO 2B [ ~1H . AMhe a8 Em2 OTUB2.COL6A3 & & Mtk £
Wi, FIGO o #1120 .k & 25 5645 55 20 2289 OTUB2.COL6A3 & & Fait £ 4+ Z (P <C0.001), OTUB2 fakta
Bk 3FEIRAE B F[52.56% (41/78) vs. 87. 50% (35/40) & T M M40, COL6A3 Fa M4 3 F Bk A K F
[53.75%(43/80)vs. 86. 84 % (33/38) J4& F M # 28 (Log-Rank X*=13.880.12.240,P<C0.001), Cox ¥l X &
W25 MR E R, OTUB2 s (HR =1.365,95%CI 1.104~1.687) ,COL6A3 A (HR =1. 355.95%CI
1.145~1.604),FIGO % # Il # (HR =1. 436,95%CI 1. 085~1.901) . #k & 4 4 4% (HR = 1. 270, 95% CI
1.065~1.515) 2 % EOC %G8 Ak B £ (P<0.001), &it OTUB2.COL6A3 £ EOC ¥ & % i&,
HE5EMTEEEWAX . TREEOCHEFRAEETZ/HEA,

XER . EARITERE; 2 0TULHBNZEARELEG 2, VIRKRE®Y A3; L& M4,
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Correlation and prognostic significance of OTUB2 and COLG6A3 expression
with epithelial-mesenchymal transition in epithelial ovarian cancer tissues”
Hu Lina s Zhu Zhengyan »Song Yu s Huang Yu sGuo Jinggiu ,Lu Jingquan®
Department of Gynaecology sWuhan Third Hospital /Wuhan University Affiliated
Tongren Hospital \Wuhan , Hubei 430060,China

Abstract: Objective To investigate the expression of OTU domain-containing ubiquitin-aldehyde binding
protein 2(OTUB2) and type VI collagen A3 (COL6A3) in epithelial ovarian cancer (EOC) tissues,and to ana-
lyze their correlation with epithelial-mesenchymal transition (EMT) markers and their prognostic value in
EOC. Methods A total of 118 EOC patients diagnosed and treated in this hospital from April 2019 to April
2022 were selected as the research objects. The expressions of OTUB2 mRNA,COL6A3 mRNA and EMT-re-
lated genes (E-cadherin mRNA ,N-cadherin mRNA,Snail mRNA) in tissues were detected by real-time fluo-
rescence quantitative PCR. The expression of OTUB2 and COL6A3 protein was detected by immunohisto-

x  EE&TB . WdtE DA @ EZRE S %W H (WJ2021F005) ,
VEE A I, o, W, FEME AR MR A CTT S, & BEEIEE . Fmail:953736405@qq. com,



