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# E.BH HiTEEBEPLEEEOOAR T LS OTU LMz EBEAHE G 2(0TUB2) . VT & 1K &
&8 A3(COL6A3) P 8g ik, oA = 5 L& 18 R 4540 (EMT) 47 & 4 89 48 %t & sF EOC TS o9 3F # A 18,
Fix #®E2019F 4 A% 202254 A FiZRsee 1184 EOC B4 AR £, KA L ¥ kLT E PCR
#rml A OTUB2 mRNA.COL6A3 mRNA & ik % EMT 48 % 2 B[ £ & 45 % % & (E-cadherin) mRNA, 4]
45 %% & (N-cadherin) mRNA. 4 3 # % B F (Snail) mRNA J & &, KA LB AL Fn OTUB2,
COL6A3 & & kA K-F, # A Pearson #8 % 547 OTUB2.COL6A3 5 EMT #F & 4 %9 48 % %, Kaplan-Meier
A Aw&Fe Cox Wl RemPAsHEFZLEAENL, &R EOC &AL OTUB2 mRNA, COL6A3 mRNA,
N-cadherin mRNA . Snail mRNA %5 & F & % 24 22 (P <0.001),E-cadherin mRNA £ # & FE FH L (P
0.001), 2 2 P OTUB2 mRNA 5 N-cadherin mRNA . Snail mRNA 34§ 2 E 48 % (r =0. 659,0. 751, P<
0.001).%5 E-cadherin £ 1 48 % (r=—0. 691, P <C0. 001);COL6A3 mRNA 5 N-cadherin mRNA . Snail mR-
NA 3 2 EA8% (r=0.662.0.668,P<C0.001) 5 E-cadherin £ # #8% (» = —0. 739, P<(0. 001); OTUB2 mR-
NA 5 COL6A3 mRNA % EA48 % (r=0.611,P<C0.001), &2 OTUB2 Fatt £[66. 10% (78/118) wvs.
7.63%(9/118)],COL6A3 MM F[67.80% (80/118)vs. 6.78%(8/118) & T J& F 40 (X* =86.677.93. 936,
P<<0.00D), 5E K >#EBFIGO 2B [ ~1H . AMhe a8 Em2 OTUB2.COL6A3 & & Mtk £
Wi, FIGO o #1120 .k & 25 5645 55 20 2289 OTUB2.COL6A3 & & Fait £ 4+ Z (P <C0.001), OTUB2 fakta
Bk 3FEIRAE B F[52.56% (41/78) vs. 87. 50% (35/40) & T M M40, COL6A3 Fa M4 3 F Bk A K F
[53.75%(43/80)vs. 86. 84 % (33/38) J4& F M # 28 (Log-Rank X*=13.880.12.240,P<C0.001), Cox ¥l X &
W25 MR E R, OTUB2 s (HR =1.365,95%CI 1.104~1.687) ,COL6A3 A (HR =1. 355.95%CI
1.145~1.604),FIGO % # Il # (HR =1. 436,95%CI 1. 085~1.901) . #k & 4 4 4% (HR = 1. 270, 95% CI
1.065~1.515) 2 % EOC %G8 Ak B £ (P<0.001), &it OTUB2.COL6A3 £ EOC ¥ & % i&,
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Correlation and prognostic significance of OTUB2 and COLG6A3 expression
with epithelial-mesenchymal transition in epithelial ovarian cancer tissues”
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Abstract: Objective To investigate the expression of OTU domain-containing ubiquitin-aldehyde binding
protein 2(OTUB2) and type VI collagen A3 (COL6A3) in epithelial ovarian cancer (EOC) tissues,and to ana-
lyze their correlation with epithelial-mesenchymal transition (EMT) markers and their prognostic value in
EOC. Methods A total of 118 EOC patients diagnosed and treated in this hospital from April 2019 to April
2022 were selected as the research objects. The expressions of OTUB2 mRNA,COL6A3 mRNA and EMT-re-
lated genes (E-cadherin mRNA ,N-cadherin mRNA,Snail mRNA) in tissues were detected by real-time fluo-
rescence quantitative PCR. The expression of OTUB2 and COL6A3 protein was detected by immunohisto-
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chemistry. Pearson correlation analysis was used to analyze the correlation between OTUB2, COL6A3 and
EMT markers. Kaplan-Meier survival curve and Cox proportional hazard regression analysis were used to ana-
lyze the survival of patients. Results The expressions of OTUB2 mRNA,COL6A3 mRNA,N-cadherin mR-
NA and Snail mRNA in EOC tissues were higher than those in adjacent tissues (P<C0.001),and the expres-
sion of E-cadherin mRNA was lower than that in adjacent tissues (P <C0. 001). The mRNA expression of
OTUB2 was positively correlated with N-cadherin mRNA and Snail mRNA (r=0. 659,0. 751, P <0. 001),
and negatively correlated with E-cadherin mrna (+=—0. 691, P<C0. 001). COL6A3 mRNA was positively cor-
related with N-cadherin mRNA and Snail mRNA (r=0. 662,0. 668, P <(0. 001), and negatively correlated
with E-cadherin mrna (+=—0. 739, P<C0. 001). OTUB2 mRNA was positively correlated with COL6A3 mR-
NA (r=0.611,P<C0.001). The positive rates of OTUB2 [66. 10%(78/118)vs. 7.63%(9/118) Jand COL6A3
[67.80%(80/118) vs. 6. 78% (8/118)]in cancer tissues were higher than those in adjacent tissues (X* =
86.677,93.936,P<C0.001). The positive rates of OTUB2 and COL6A3 protein in International Federation of
Gynecology and Obstetrics (FIGO) stage [l and lymph node metastasis tissues were significantly higher than
those in FIGO stage | — Il and no lymph node metastasis tissues(P <C0. 001). The 3-year overall survival rate
of the OTUB2 positive group was lower than that of the negative group[52. 56% (41/78)vs. 87. 50% (35/
40) ],and the 3-year overall survival rate of the COL6A3 positive group was lower than that of the negative
groupl 53. 75% (43/80) vs. 86. 84 %5 (33/38) ],and the difference was statistically significant (Log-Rank X* =
13.880,12.240,P<C0.001). The results of Cox proportional hazards regression analysis showed that OTUB2
positive (HR=1.365,95%CI 1.104—1.687),COL6A3 positive(HR=1.355,95%CI 1.145—1.604),FIGO
stage [l (HR =1. 436,95%CI 1. 085—1. 901) and lymph node metastasis (HR =1.270,95% CI 1. 065—
OTUB2 and
COLG6A3 are highly expressed in EOC, which are closely related to EMT process and may play an important

1.515) were risk factors affecting the prognosis of EOC patients ( P<Z0.001). Conclusion

role in the progression of EOC.

Key words: epithelial ovarian cancer; OTU domain-containing ubiquitin-aldehyde binding protein 2;

type VI collagen A3; epithelial-mesenchymal transition; prognosis
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FH AR F A1 32 95 200 6 A T Ao, 194 9 6 400 AR 1) 42 28 A
HRRE T . VI R (1 A3(COL6A3) 2 41 g 4k
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W1 R A0 % 1E EOC h ik, 5 EMT 4 5%
K Ja M AE A AR VE#E . A58 48 OTUB2,
COL6A3 7£ EOC 41 ) ik K K H 5 EMT X

ABEIZIA R 118 fil EOC BFH MW F X L., A bR
HE - (1) 2R J5 99 BEIE 52 R J7 & M EOC; (2) 8252 hr
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] 5 B Br A P2 BB ER (FIGO) 43 4. T ~ 11 459 74 i, 1
W A4 Bl g T~ 10 9% 77 1, T 9% 41 41 b g
R >5 em 75 B, <<5 cm 43 fil; Bk EL G565 43
)5 ML VSR H0 R 125 (CA125) . <500 U/mL 72 4,
=500 U/mL 46 i, A58 2 A GE 10 B 2 5 24
WHES AR (2019-04) , H 3 FI A 34 45 % 00
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1.2 ik

1.2.1 #4141 OTUB2 mRNA.COL6A3 mRNA %
EMT FHOCEE R KT W5 F AR DI 9 #7 i EOC 41
A REEX I H A, BT RNA AR T, —80 “C 14
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Elfrah o247 2026 5 7 H % 47 %% 14 1 Int ] Lab Med,July 2026, Vol. 47,No. 14 e 1719 -

(Aygo/Aggo TE 1.8~2.0), W H kA ML cDNA,
K% (20 pL): SYBR® Premix Ex Taq™ Il (Takara)
10 pL,cDNA £tk 2 pL, E T #5149 (10 pmol/L) £
0.8 pL+ ddH,0 6. 4pl, W StepOnePlus™ R4t
(Applied Biosystems 2\ ®]) §7 8 , T2 7 6L 35 A4S 1 .
95 °C 30 s.JEF B BE,95 °C 30 5,60 °C 30 5,72 °C
34 s 40 ANUEFR . AH AL A TC B R AR RS AR AR Ce
{8, AHXEE A0 BT SR 272 b 4 0k I A R R ik
K. ST 1,

*1 314 7 5
B ¥4 (5" —3") TR
(bp)

OTUB2 F:AGCTGGAGGACCTGAAGACC 120
R: TGGTCCAGGTAGCCATCTTG

COL6A3 F:CAGGTGCCCAAGATGAAGAG 150

R:GGTCCACCTTGTTGCTGTCT

E-cadherin F:CGAGAGCTACACGTTCACGG 98
R:GGTGTCGAGGGAAAAATAGG

N-cadherin F: TGCGGTACAGTGTAACTGGG 115
R:GAAACCGGGCTATCTGCTCG

Snail F: TCGGAAGCCTAACTACAGCGA 108
R: AGATGAGCATTGGCAGCGAG

GAPDH F:GGAGCGAGATCCCTCCAAAAT 197

R:GGCTGTTGTCATACTTCTCATGG

HF oA LS9, R AT,

1.2.2 #4141 OTUB2 & 11.COL6A3 & kil 4%
I AV 55 1 2SR TP BV W I, A S 3 S U0 A s
T B K AT | AR R h 2% vhl (pH6. 0) = TR VB & 3
min, 3% H,0, % & W 10 min, 5% BSA &4 30

min, —$HiMHE: OTUB2(1 ¢ 200, Abcam) , COL6A3
(1:150,CST) 4 CiF’ . HRP i 9. FRBH
30 min, DAB B, FARRE Y, WK E . 4558 H
T2 BAPERRME, OTUB2/COL6A3 Ml 5 A7 8 €0 Wik ;
P bR i CEE S Q@i E 0 4 (FIH .1 20 QR
B 2 0 B 0) .3 43 (B () 5 BH P40 He 9], 0
P C<5%).1 4 (5% ~ <<26%).2 4 (26% ~
<51%) .33 (51 % ~<<76%) .4 43 (=76%) . HZ&IF
Ay =Yefanm B X e L, > 2 43 o BE PR, <2 4 R B
PE . TR ] . R ST 06 PH A X B (2 BB 7o) A
FHPE X BR (PBS A —H1) » i 1 4% 95 2 2= 00U 0132
1.2.3 MU FTALKRMETHZE EOC BE AR
J s WA BT 5 8 57 58 5 0 191 Bl U 8508 P L RS 4R B )
RHFEARABW A3 A AT AR A, & 6 A~ H k1T
B /CT/MRI K& Mg AR S Y. I8 RRIT 7
BT R L AR B L. BE ST R
FHIH EOC FET- sk B 15 45 3 (2025 4£ 5 H) .

1.3 Siitgab R A SPSS26. 0 481t 2 Mr B .
PR o+ RoR A b LR B, T8k
TR LA B E 43R LN AL ] FL R X R R
F Pearson #H 3¢ 43 #7 38 #5 8] 19 & &5 >R A Kaplan-
Meier 4= f7 i Z&F1 Cox o i KU 519 43 B EOC B35
IR mEZE, UL P<0.05 HESAHSG %5 X,
2 &% e

2.1 EOC 1 OTUB2 mRNA.,COL6A3 mRNA K&
EMT £FEFEX LK EOC 44 OTUB2 mRNA,
COL6A3 mRNA ,N-cadherin mRNA | 5£ 38 % 5 [H T
(Snail) mRNA ik & T 554141 (P <<0. 001), E-
cadherin mRNA F kK FREZ 414 (P <<0.001), Ik
%2,

x2 EOC &1 OTUB2 mRNA.COL6A3 mRNA B EMT HHXERERKE LB (2 £5)

Ei=E 7N FEHB (n=118) SR (n=118) ¢ P

OTUB2 mRNA 2.8470.77 1.1620. 31 21. 986 <0. 001
COL6A3 mRNA 3.1520. 60 0.8140.19 40. 388 <<0. 001
E-cadherin mRNA 0.84+0.23 1.9640. 44 24.505 <20.001
N-cadherin mRNA 2.3470.57 0.9520. 26 24.101 <<0. 001
Snail mRNA 1.8340.41 0.7540. 16 26. 656 <<0. 001

2.2 MIEMESHT mdA2id OTUB2 mRNA 5 N-
cadherin mRNA ., Snail mRNA ¥ B IE f1 % (r =
0.659.0. 751, P <C0. 001), 55 E-cadherin & 1 #f] 3¢
(r= — 0. 691, P << 0. 001); COL6A3 mRNA 5§
N-cadherin mRNA . Snail mRNA #] £ iF # % (» =
0.662.0.668, P <_0. 001), 5 E-cadherin % {1 #f 3¢
(r= — 0. 739, P<< 0. 001); OTUB2 mRNA §
COL6A3 mRNA EIEMHK(r=0.611,P<C0.001),

2.3 EOC ¥ OTUB2 & H.COL6A3 HH £ K Ik

%  OTUB2.COL6AS3 {3 F 40 A 57 A 40 i . g 41
21 OTUB2 BHMEH[66. 10% (78/118) vs. 7.63%(9/
118)].COL6A3 % [67.80% (80/118)vs. 6. 78%
(8/118) 17 T 55 4H 41 (X* = 86. 677,93.936, P<<
0.001), WK 1,

2.4 EOCH OTUB2 # H.COL6A3 & H 5t K%
HEEMCHR  EOC A4t OTUB2.COL6A3
M5 FIGO 78 Rk &5 % B A ¢, 5 FIGO 47
I~ EeEg B rEg2 OTUB2,.COL6A3
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B BHMR L FIGO 43 9 1 bk B2 285 2 4% 9 41 21
i) OTUB2,COL6A3 & [ FH M R F+ & (P <<0.001),

0TUB2

COL6A3

1 EOC A4k OTUB2 EH.COL6A3 EARIELL K (FREAWL, X200)

2.5 OTUB2 & 1.COL6A3 & 1 £ ik X% EOC i J5
RIS BEVT R, & A SETIRY EOC It 42 fi],3 4
SR AE RN 64, 41% (76/118), OTUB2 BH M4 i
H 3 AR MK A AE 52, 56% (41/78) wvs. 87.50%
(35/40) MK T B4 . COL6A3 FIYELH 3 4F ik A= 77
H[53.75% (43/80) vs. 86.84% (33/38) 1Mk T FH 4
21, Log-Rank ¥ 5 4, 2 5 H & il % & X (Log-
Rank X*=13. 880.12. 240, P <<0.001), OTUB2 BH
PR .COL6A3 FHAEZ 1)~ 24 4= 47 09 53 ) o (31. 27 +
0.86) A .(31.1340.88) H,% F OTUB2 FAMH:41.
COL6A3 B4 iy 7 4 A A7 B[ (34. 14 £0. 83) H |

W# 3.

RS HL

4 . *R
L 8 3o TN NS

(34.40+0. 7O H . ZR A FHITFE L (1 =17.361,
19.941,P<C0.001), WK 2,

2.6 EOC ffaszm HE  LAFUE B A8 5 (A .
1=%E T, 0= 1F), DL FIGO 43 1, ik U 45 #: %,
OTUB2 [ .COL6A3 AN A2 & . Cox oM KU
[ 4> B 45 3 8 on. OTUB2 BH ¥ (HR = 1. 365,
95%CI 1.104~1.687) ,COL6A3 FHM:(HR=1. 355,
95%CI 1. 145 ~ 1. 604), FIGO 43 1T # CHR =
1.436,95%CI 1. 085~1. 901) .k B 45 % %% (HR =
1.270,95%CI 1.065~1.515) &0 EOC & # il )5
B fa e 2 (P<<0. 001), WK 4,

*3 EOC B OTUB2 ZEH.COL6A3 BEASIERBEBEHMENXEI2(X)]

OTUB2 ¥ (n=78)

COL6A3 FH: (n=80)

T H n
PR 44 P P P x* P
AR (%) 0. 180 0.671 0.563 0. 453
<60 47 30(63. 83) 30(63. 83)
=60 71 48(67.61) 50(70. 42)
Y 75 5 0. 866 0. 352 1.231 0. 267
el 82 52(63.41) 53(64.63)
T 36 26(72.22) 27(75.00)
I B A 1.729 0.189 2.104 0.147
I 76 47(61. 84) 48(63.16)
A 5 i 2 42 31(73.81) 32(76.19)
Ji 988 e KA Cem) 3.196 0.074 0.777 0.378
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#HR3  EOCH OTUB2 BH.COLAI BEASIRBEBHMHERL(%)]
OTUB2 FH:(n=78) COL6A3 B (n=80)
i H n
BH 1 p BH x? P
>5 75 54(72.00) 53(70.67)
<5 43 24(55.81) 27(62.79)
FIGO 43 # 7.734 0. 005 8.532 0.003
T~ 74 42(56.76) 43(58.11)
[11:4] 44 36(81.82) 37(84.09)
9 B3 91 .535 0. 111 0.278 0. 679
T~1% 77 47(61.04) 51(66.23)
1l 2% 41 31(75.61) 29(70.73)
MR 12.010 0. 001 7.858 0. 005
Fel 43 37(86.05) 36(83.72)
¥ 75 41(54.67) 44(58.67)
CA125(U/mL) 1.069 0.301 1. 292 0. 256
<500 72 45(62.50) 46(63. 89)
=500 46 33(71.74) 34(73.91)

0TUB2 COL6A3
DPAME OBAMEE
QAR QAR
ok L L L N L L ok L L L L L L
0 6 12 18 24 30 36 0 6 12 18 24 30 36
AE (B) AEl (B)
R REEF
4H: [AiEE ‘H: PAMEA
77 77 74 67 64 52 0 77 77 74 67 62 52 0
4B PRt 48: BAMEA
41 41 41 39 37 37 0 41 41 41 39 39 36 0
2 OTUB2 £8H.COL6A3 B % EOC Fijla # M #) Kaplan-Meier 4 77 B &
x4 EOC /g & m & = 4
ES B SE WaldX* P HR 95%CI
FIGO 434 Il #H 0.362 0.143 6.408 <0. 001 1.436 1.085~1.901
W &5 0. 239 0. 090 7.052 <0. 001 1. 270 1.065~1.515
OTUB2 [ 0.311 0.108 8.292 <<0. 001 1. 365 1.104~1. 687
COL6A3 A 0. 304 0.086 12. 496 <0. 001 1. 355 1.145~1. 604

3 it ®

EOC 2 5 WL B UMb E . EOC BYiRIT A
555 ek 96 240 1 9 K AR B 2 AT L HL 24 80 060 Y HR A I
L RAYT I 25 5L R R BOARYT R, BAR Z IR 8
T2 K 5 3R 6 B AR 0] S RE TR T R A W O T R A AR
HH AR B BRI AFAES . HET EOC
BE WG VAL AR FIGO 43301 55 it JR s BE 4F
i, L T30 f F90300 %5 BE A BR ok 200 % 2R BT 1Y) 4 F s
PIAR AR 20 23697 Mg . B oT WL EMT AH 5638 %

1) S5 B S T A2 S B LR T 20 R M O B, T S B
fRyr i 25 fng &0 Wik, -3 EMT 44>+ vl fig
WM EOC HiUR 158 SR

OTUB2 J& TRz Z4LH OTU KM 5, BA
PRSP OTU M 1k 45 #5803 2 26 £8 1 45 & K48 Al
K63 #4517z RACNRY , 76 8 A TR A R 4% rh R 56
HAEA ., PP R4 E T OTUB2 £k L,
S 3 T ROBU SR A TR R RS B 2, 41 e 4 e R
FEAR 5-9 PR M5 e A B PESY . AR B 5T b, EOC
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OTUB2 mRNA FIE H R BB F, x50
I S A0 P R T 2 SR AL L BRI
P AR A E M 15 BB LS OTUB2 mRNA
) N6 H AR B4, $ 8 OTUB2 mRNA Fl [ #
SETFE L BOTE R IO BCAKY /I L 3 i 2
HFH (mTOR) {5 53 H A2 0 i % vk s 5 . AT
751, 0OTUB2 5 EMT #6485 4 5%, H FIGO 4]
I 309 L4k 0 & 2 3% (s 4L 23 OTUB2 ik i, 42
7~ OTUB2 v] Gl 1 4 #F 5P 519 EMT 19 & 4=, #E 1
{2 1 e g 2 vk E R . Y R B, OTUB2 fE 5 M I8
FEIH T3 KM R F 6 Ml E AR H R EMT #H 56 5%
SRR E-a4s AR & 1 (ZEBD) | Snail B3
KR HEE A EMT 09 & 4 , E-cadherin ik T 1,
N-cadherin Fik b8, {2 7F 98 40 M 10 1= 28 A 80
WA I R R A L T OTUB2 19 35 34 fE % 42
FAL R 1 B AR ) EMT i 2 K frboJeg i 1 M
I, 8 i X B R B A R L T SR R R A B R g
HU L ARBESE . OTUB2 BIHER EOC # % Wi s A
. I3 A HALE, OTUB2 B sy 2592 R ThBESh,
w25 DNA #i4i1& & . 14 5 8 40 i 1k 97 it 24 v 98
L SREURE ARG .

COL6A3 =R E A VIR o3 85,458 FHA N
Ui A C i BRI 235 48 3t = B e DR 45 P ek, 5 TV
TR J JRN 21 3% 25 A A EAE D 2 R 41 20 485 4 e M
HYUE S B, BEIE R M, COL6AS 78 B If 5
MR LR R AR 2 RO Bl op o ek, Hom %
15 b 2 R il / 25 [ 1 32 U R 00 T 1 5 3 i, e
HE R A AR 28 RN e Y. AR BE g8 b, EOC
COL6A3 mRNA & [ 3Rik LM, X 5B 2=H 1
WFFE 25 AL . BF5E 2 B L BRI 35 28 32 1A A A
FHEE 13 REMS 1R sk K F- 454 91 118 COL6A3 Hy%%
SRR (20K, 0% Wnt/ -3 3R 56 (A {5 5 1%, 1e oF
SEE R ARAE R RS . A5 . COL6AS
HEHRIEEH EOC Mg ik & A8 5¢, 45 A HHL 6,
COL6A3 B3Rk LM BB WG b AE K A+ B/M5 5
HRSEAGSEE. A SME EMT 09 % 4. E-cad-
herin 3k T8 , 3L 5 4 J8 8 (-2 18, DU 2 o 9
20 i 1 5 B LA 2 L S SRR R R L AR ST
A PE T & L EOC H COL6A3 (9K ik 5 EMT
MK IE bR A 5%, FZW COL6A3 1] At i i 5 0 510
EMT &4 R EOC BB RE, AR L],
Sk S g COL6AS i 3k b 18 BE 0% B4 I i 0 13k
TR v iR R DG B 2T 4 40 B, A DE S A EMT 19 &
A SO R AN A 1R B R R e T A g,
COL6A3 H£iA S EOC BE M TS H . o HAL
il , COL6 A3 BE W38 b ST 1 1R R i g ok L IBE 3 9
fitf / Akt 5538 #% . 42 2F L 3h 8 (B 2R E A, o i AR
WO N D SRy | N R e N = - a1 R o A
&L e A, BE L P COL6A3 19 3 ik BE 0% 30%

Akt/mTOR 155 38 % . i 78 Mg + 240 i 4y M8 nl . &
IR X 22 B TR 25 R R . ASBIE 5T R, EOC S
Hh OTUB2 5 COL6A3 £ IA R IEM 3, H R
Al RE S OTUB2 Fl COL6A3 [l B} 32 I e i 7 0% 15
S L [E RS . 7E OF L P SR N BR ) L A K
R R B A e o 5 R I G 1| s R T o
COL6A3 1y 15, [ . OTUB2 AW fiE % 38 i
EMT #2653 N F ZEBIL (& & 1, ZEB1 iF fg [7] B}
et OTUB2 By 5, itk EMT il % 1 3% {2
T OTUB2 fil COL6A3 [ [ 4 g 2 1k . A2 1F Jirb g3 338
FEAIERL

25 F TR ,EOC  OTUB2.COL6A3 23k I,
&5 EMT }& FIGO 438 25 A7 ¢, il e 7
EOC #f e & E B AEH . AW 5878 i R 41 2LK -
1 EOC 1 OTUB2.COL6A3 ¥ EMT By AL Hl 43 it
TS, AT BEAE B B EOC TG b 78 9 R I 40
Mo AR T AEAE Jmy B o A AIF 5% 2% B eps | TRT B 1
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