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Abstract: Transfer RNA (tRNA)-derived small RNA (tsRNA) are a novel class of non-coding small RNA
widely distributed in prokaryotes and eukaryotes, characterized by high abundance, specificity, and stability.
tsRNA originate from precursor tRNA and mature tRNA, primarily divided into two forms: tRNA-derived
RNA fragments (tRF) and tRNA halves (tiRNA). tsRNA exhibit differential expression in various tumors
and can regulate gene expression through various mechanisms such as modulating the stability of messenger
RNA (mRNA) and regulating the translation process. tsRNA also show specific expression in the plasma and
tumor tissues of lung cancer patients,and their expression levels are strongly correlated with the malignancy,
invasion ability,and postoperative recurrence risk of the tumor,providing a new direction for non-invasive lig-
uid biopsy. This review systematically elaborates on the biological occurrence mechanism of tsRNA and their
functions in lung cancer,and explores their potential as new biomarkers for clinical diagnosis and dynamic mo-
nitoring of prognosis in lung cancer.
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