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Abstract: Objective To analyze the composition of the pathogen spectrum of parasitic infections using
metagenomic next-generation sequencing (mNGS) and to explore its relationship with the clinical characteris-
tics of patients. Methods Clinical data of patients with parasitic infections detected by mNGS from January
2022 to December 2024 were retrospectively collected. The characteristics of the pathogen spectrum and labo-
ratory inflammatory indicators [interleukin-6 (IL.-6), C-reactive protein (CRP), procalcitonin (PCT), white
blood cell count (WBC) ,and various cell percentages,etc. ] were analyzed. The differences between protozoan
and helminth infections were compared. Results Totally 29 cases of parasitic infections were detected. Proto-
zoa accounted for 55. 2% (16/29), predominantly Toxoplasma gondii (31. 3%), Helminths accounted for
44.8% (13/29), predominantly Echinococcus multilocularis (46. 2% ). The analysis of laboratory indicators
showed that the percentage and count of eosinophils in the helminth group were significantly higher than those
in the protozoan group,and the difference was statistically significant (P <C0. 01), while other inflammatory
indicators such as CRP,PCT,IL.-6,showed no statistically significant difference between the two groups (P>
0. 05). Conclusion mNGS provides a comprehensive characterization of the pathogen spectrum in parasitic in-
fections, with helminth infections exhibiting a marked elevation in eosinophils. The infection by helminth

shows a distinct feature of elevated eosinophils. The combination of mNGS and conventional serological tests
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can improve the diagnostic accuracy and provide an important basis for the precise diagnosis and treatment of

parasitic infections.

Key words: metagenomic next-generation sequencing;

tozoa; helminths
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