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Abstract: Objective To investigate the expression pattern and clinical correlation of Sushi repeat protein
X-linked 2 (SRPX2) in obese individuals, as well as its molecular mechanism that affects energy balance.
Methods The expression changes of SRPX2 protein levels in obese-related adipose tissues were analyzed u-
sing the GEO and Attie Lab Diabetes online databases. The regulatory relationship between SRPX2 and low-
density lipoprotein receptor-related protein 1 (LRP1) was explored using the 3T3-L1 adipocyte differentiation
model and small interfering RNA (siRNA) knockdown experiments. Peripheral blood samples and clinical da-
ta of patients diagnosed with obesity and undergoing laparoscopic sleeve gastrectomy (weight loss surgery) in
the hospital were collected. The peripheral serum SRPX2 protein level was detected using enzyme-linked im-
munosorbent assay (ELISA),and the correlation between SRPX2 and clinical data before and after weight loss
surgery was analyzed. Dynamic follow-up was conducted on 14 patients who underwent weight loss surgery.
Results The online database analysis showed that the expression of SRPX2 mRNA in subcutaneous and vis-

ceral adipose tissues of the obese group was significantly upregulated (P<Z0. 01),and the expression decreased

» BEEWB.BERXAAR¥IESHFEELSTHE (32200933); U4 A RFH 5 4 F 2 450 H (2023NSFSC1536) ; P4 I 44 B 7 1 3 H
(2024NSFSC0590) ,
EEB N I, B, EEHIE, EEANEI R ARG,  ©  @EEE . E-mail: meizhang@wchscu. cn,



E R E 2427 2026 42 8 A % 47 %% 158 Int ] Lab Med, August 2026, Vol. 47,No. 15 . 1823 -

2 years after surgery (P<C0.05). The expression of SRPX2 in mouse adipose tissue is regulated by energy in-
take. High-fat diet upregulated it (P <C0. 05),and it was downregulated after energy restriction (P <C0. 05).
During the induction differentiation of 3T3-L.1,the expression of SRPX2 and LLRPI1 increased synchronously
(r=0.732,P<C0. 01) ,and knocking down SRPX2 could significantly inhibit the mRNA and protein expres-
sion of LRP1 (P <C0. 01). Clinical studies showed that the peripheral blood SRPX2 level of obese patients was
significantly higher than that of the control group (P<C0. 01),and it was positively correlated with body mass
index (»=0.400,P<C0. 01), fasting insulin (+=0. 519, P <C0. 01),insulin resistance index (r =0. 617, P <
0.01) ,and abdominal fat volume (»=0. 824, P <C0. 01) ,and patients with high SRPX2 levels had more signifi-
cant weight loss after weight loss surgery. Conclusion The expression of SRPX2 in obese individuals is influ-

enced by dietary intervention and weight loss surgery. It regulates LRP1 to affect adipocyte differentiation and

energy metabolism,and is related to metabolic disorders and insulin resistance.
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Application of isothermal amplification technology in rapid detection of bloodstream infection pathogens”
Wang Zhonghao' sSu Jin',Yang Lan"? ,Wang Tingting',Tao Chuanmin' ,XIE Yi'"
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Sichuan University , Xiamen , Fujian 361022 ,China
Abstract: Objective  To evaluate the clinical performance of a loop-mediated isothermal amplification
(LAMP)-based microfluidic chip for pathogen identification and antimicrobial resistance gene detection in pos-
itive blood culture specimens. Methods A total of 165 blood culture samples that were positive and reported
by the fully automated culture system at West China Hospital, Sichuan University from July 2024 to March
2025,as well as 57 negative control samples from the same period.were retrospectively included. Nucleic acids
were extracted and then amplified and detected using the isothermal amplification microfluidic chip. The tradi-
tional culture/antimicrobial susceptibility method was used as the gold standard. The positive predictive value
(PPA) and negative predictive value (NPA) were used to evaluate the performance of the method,and the
95% confidence interval was calculated using the Wilson Score Interval. Results The overall PPA was 93. 9%
(95%CI:89.2% —96.7%) ,and the overall NPA was 100. 0% (95%CI:93.7% —100.0%). The overall PPA
for single pathogen was 92. 9% (95% CI:87. 7% —96. 0%) , the PPA for Gram-positive bacteria (G ) was
97.1% (95%CI:90.2% —99.2%) ,the PPA for Gram-negative bacteria (G~ ) was 91. 2% (95%CI :82.1% —
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