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# ZE.BR #HiTh#d mRS7T45p K PFERMBMCANE(CHB 282 $ R BTt «2b(PEG-
IFNa-2b) iz iR /7 R AWM % &, Fik ATEMEIR 2022 F 7 A £ 2024 5 7 Az 8 120 4] CHB &
HFHEATFRAS %, KA PEG-IFN o2b imH M EJ7 48 B, RBEEFZR . BFHABRE > AT AL AFER
A A, R HAEE iF miR-574-5p T ek e AR M AR A A B8 (ALT) . R T AR B AL #4485
(AST) 1R mEFI [ TR X% FH 8% H 5 (HBV-DNA) . ZH M £ s 3R (HBsAg) . TAIF £ e 3 R
(HBeAg) JKF, KA Pearson #8 % i 5 #7#F4& fo 7% miR-574-5p K- F 5 4t . mF FI4r9 40 2%, R A %
B % Logistic M2 45 ##% " CHB &5 77 ey i B &, LA 2 RA T/EWZ(ROCO) AL T EARAUC
S E&FHm B EA CHB &7 i iacse, R A&7 KM, 1204 CHB &4 P8 R4 8 4% & 57
B, 5 47.50% A FRAREMEH A 634,85 52.50% ., LaFaARN, BT EHALEE hF miR-574-5p
KFRHEIHZH(P<0.05),. 24 REANEZH TEDEE LM (P<0.05); ALT,AST,.HBsAg, HBeAg %
HBV-DNA 7K -F 380 2 AR (P<C0.05), T4 B A8 AL T 4E T4 B 44 (P<0.05), Pearson #8 % M 5 #7
%R R 7, fEF miR-574-5p K+ 5 ALT,AST,HBsAg,HBeAg % HBV-DNA K F 2 i 48 % (r = —0. 456,
—0.327,—0.341,—0.425,—0. 344,3% P<C0.001), % B % Logistic @24 # % R £ 7, miR-574-5p, ALT,
CD4" /CDS8  ¥effi3yh CHB & &7 & = ¥ H & (P<0.05), ROC W& 544 R 2+, o7& miR-574-
5p ALT.CD4" /CD8" At B &7l CHB & # R Fl 57 469 AUC # 0.995, ¥ 2 % T miR-574-5p, ALT,
CD47 /CD8 " e a4 A 89 AUC(Z=3.948.2.168.3.710,3) P<C0.05), &if & miR-574-5p K FHF
5 PEG-IFNa-2b %77 CHB ¥ R & B &L E5 AKX, L T4 CHB & & 6 Ry7 2 Fm ey B e £ Ar &4 .
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Relationship between serum miR-574-5p level and the clinical efficacy of pegylated
interferon a-2b injection in patients with chronic hepatitis B”
Chen Hongcheng .Yang Zhigang -Wang Ying s Zhang Qiong sWang Yao ,
Department o f Infectious Disease sMedical Center Hospital of Qionglai ,
Qionglai s Sichuan 611530,China

Abstract: Objective To explore the relationship between serum miR-574-5p levels and the therapeutic re-
sponse of peginterferon a-2b (PEG-IFNoa-2b) injection in patients with chronic hepatitis B (CHB). Methods A total
of 120 CHB patients admitted to the hospital from July 2022 to July 2024 were prospectively selected as the re-
search subjects. All patients were treated with PEG-IFNa-2b injection for 48 weeks. According to the treat-
ment effect,all patients were divided into the complete response group and the non-complete response group.
The levels of serum miR-574-5p, liver function indicators [alanine aminotransferase (ALT),aspartate amin-
otransferase (AST) ],and virological indicators [ hepatitis B virus nucleic acid load (HBV-DNA) , hepatitis B
surface antigen (HBsAg) ,hepatitis B e antigen (HBeAg) ] were compared between the two groups. Pearson

correlation analysis was used to evaluate the correlation between serum miR-574-5p levels and liver function
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and virological indicators. Multivariate Logistic regression analysis was used to screen independent influencing
factors for different treatment responses in CHB patients. Receiver operating characteristic (ROC) curve and
the area under the curve (AUC) were used to analyze the diagnostic efficacy of each influencing factor for the
treatment response of CHB patients. Results At the end of the treatment, 57 out of 120 CHB patients a-
chieved complete response, accounting for 47. 50% , and 63 patients did not achieve complete response, ac-
counting for 52. 50%. Compared with before treatment, the serum miR-574-5p levels in both groups signifi-
cantly increased after treatment (P<Z0. 05) ,and the complete response group was significantly higher than the
non-complete response group (P<C0.05). ALT,AST,HBsAg,HBeAg,and HBV-DNA levels were significant-
ly decreased (P<C0. 05),and the complete response group was significantly lower than the non-complete re-
sponse group (P<C0.05). Pearson correlation analysis results showed that serum miR-574-5p levels were neg-
atively correlated with ALT, AST, HBsAg, HBeAg,and HBV-DNA levels (r =—0. 456, —0. 327, — 0. 341,
—0.425,—0. 344 ,all P<C0.001). Multivariate Logistic regression analysis results showed that miR-574-5p,
ALT.and CD4" /CD8" ratio were independent influencing factors for the treatment response of CHB patients
(P<C0.05). ROC curve analysis results showed that the AUC for predicting different treatment responses of
CHB patients by serum miR-574-5p, ALT,and CD4" /CD8" ratio combined was 0. 995, which was significant-
ly higher than that of serum miR-574-5p, ALT,and CD4" /CD8" ratio used alone (Z=3.948,2.168,3. 710,all
P <C0. 05). Conclusion

The elevated level of serum miR-574-5p is significantly correlated with the complete

response of CHB patients treated with PEG-IFNa-2b. It can serve as a potential biomarker for predicting the

clinical efficacy of CHB patients.
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HAT, R T E o2b(PEG-IFNa-2b) 3321897
CHB (1 5 %2 25 4 , I m] 3 2o G 20 8149 R B 2 B 25
YEFT. 52 B3R 4y B3 19 2 B BF R 9% % 3% 1 bt IR
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LRI 3 WL, ELYP 307 16 I B i AR 22 R0 AR
K i/ RNA(miRNAD 1 S — 28 P9 IR 4 3E 2 5% /N 43
T RNA, C#UE S 7E 2 Rl B 19 & A & ' IR 9T IR
I P A R P A L Hih, miR-574-5p B
B2 5 RAE N % RE T Y  PEG-TFNa-2b $19%6 2 16
97 B 7 SRR S5 B AR B AR L AR L I miR-
574-5p £ CHB & Wik ik X H 5 PEG IFN o-2b
JPRLN G R AN g 48, Rk, AR 5 B 7 L e i
CHB B # L7 miR-574-5p FihKF2 1L, T H 5
PEG-TFNa-2b iG¥7 W& Z [B Y & 5. 2 CHB 34 T
PR IRYT 1T RO B AL B 1 AR B bR AR W, R AR
FRIA T SR B 1T 4 ALK
1 &RS5HE
1.1 —gekl prBEdER I 2022 4F 7 A 2 2024 4F
7 AARBRWOAT 120 ) CHB B & BAFFR X 4., 9A

peginterferon a-2b;

clinical efficacy

PR (O FFA 12 1 2 BT 4% B 6 45 76 (2022 4 /D )
f s T B2 W AR T L T IR KBRS 5 (2) 4E I 18~65
%5 (3) f5 4 PEG-IFNo-2b ¥ 036 97 19 I PR 38 1
IE, H o 4% % PEG-IFNa-2b 47 5 15 25 8 it 1
4F; (4) HBeAg BH M B % £ B 206 5 DNA 2 &
(HBV-DNA) =20 000 1U/mL; HBeAg BH 1 & #
HBV-DNAZ=>2 000 1U/mL; (5) N & M & 3t 5 % W
(ALT) /K- FIE# fH F R (ULND , HR i 10 fif
ULN, HEBRARE : (1) & I H A s 75 PR 28 (AL N
TR SR CPORS PR S R . B B
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O B I RS A E R R R (DA A
B0 RE R L AR E B S BN 2 e s ik B R B
(HIV)JERYE 3 5 () A ™ 5 1R A 55 58 Can i A A
FEIEAESE) , L HEAE ST T RIBITH : (5 ALk
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AT 15 25 W [ A0 A% 1 (i) DL ] s G0 9 9 A
J7¥ & s (1) X} PEG-IFNa-2b 8 HAT ] i 20 A i i s s
WAEETIMRIGITT WA EEZUEH . AMR T RS
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1.2.1 SN WA B IE 0 G A B ] 1 Bk 2
TORL N A WA T N D GE T R AE CELEE M AR LI
PR S CUnss A AR s B HBV e R ) i 2%
SAELHBV K AL(B R EE C A1)k B 2448 bR [ A 4E
T Bl EE A G Gl v EEDD R 2 4 A 43 0 ) e 22 301 S 5
ELBEIHEARER B (BMD , B HL £ HEEa
AN E-6(L-6).CD4" T #E 4. CD8" T
WRELANAL .CD4 " /CD8 " H A . F 40 A 114 (WBC) | IfiL
N (PLT) K & I (ALB) 28 ], 76 9 BR A 5
I, BT A B3 TR YT AL M 51 AT 28 K 28 G
Ko F A BUbR A 2 47 3 1 3 2290 B 0 s o0 0 R AT O
AAE-PHELL(HE) Yo o R AR Y 0, i AR B 5 44 5 41
9 1% U SR B B A A B8k B Knodell ¥4 R 48 BEAT
ST VR TEAR X IR 5 T 2 B R £ 4 A0 R R R AT
e TE Sy, DLGR IR B 45 R R R W S — 5
P o FE L RARE AR R A2 KA B 7 TR, T B TR YT R
Jo R S A B AS R &bk il 3~5 mL, 4 3 000 r/min
B0 10 min, 43 B UL VE b W, 4 %6 5 Sr BUR AE T
—80 “C AR IR UK AE . 18 5 P A DU L DA A KRR R 45
FEA AR W R 5 T % S 4G I 435 S 1y AT Sk

1.2.2 SLEESRBFMREIN RAH A HBsAg Wik 7
PE W BFH 56 CELTS A I 7 35570 & (L Vi 2 B 2 4 )
HIRA R, 5. kIFE1371HU) & Wl % HBsAg 7K
Vo NEHZLER ELISA i8I & ( LIS AR A
FRZS 7], 525 . FT-P32803R) K M IfiL 7 B HH 21 & /K F 5
KB IR L E ELISA 3K 7 & (b i 305% 5 A4 W B
FATBR AT L 45545 . ALD33888) K il i 35 1 42 I 41 &
K5 RN R T4 2 1R 4 3 % B il (AST) ELISA i
& G R F KA W B R A BR 2 A, 58 5. YST-
A1343) K M3 AST 7K F 5k H 1L-6 ELISA {7 &
(AR AR R A BR A AL 4845 . AL-H10288 ]
Rl Mg 1L-6 7K P R N ALT ELISA il & ( |
W — AR A R WL 525 EY-01H332) 46 it
i ALT 7K ; 2R Jl HBV-DNA & 7 & ( b 5605 4=

P TR BRA AL 525 LM337P) , ) 200 pL 4331y
MEREA B HBV-DNA, B 5 . 18 B 52 0 46 0 2
R S AE R A R AL 85 . ABIL 7000) , 18
FH 52 i 88 4 W 4 B2 W (PCR) % A %F HBV-DNA # 47
FE AT

JAANJE I H 43 B B A % 40 i (PBMCs) L B 5
PBMCs B T @ iR £k 2% vh i b 617 5 2 A0 31, I 4
MoK 98 8 2 1< 10° 4~/mL. #: 4, B 100 pL 1Y
PBMCs & A i 2L 4 g 48 v, 43 51 i A CD3-FITC
J"WAC T AW EARAR A, 485 :555339) ,CD4-
PE (3£ E Abcam 2 A, $2 %5 : ab210323) . CD8-APC
b i TR 7 B2 A BR 2 W, 5845 . IM2469U0) 45 28 St in
ICPUAR EBDOE T T 4 CHE 30 min, HEL
Ja-mEH A 1 mL Qe @2 ., L 300 X g B 5
min, {5525 IR . HREZRELE K. &5
W20 BT 300 L PBS v, SR 5 HE 47 i =X 40 i R
. 3 A 3 = A A A BOS E 4r B CDS T CDA
T 9k B 400 it ) L A7)
1.2.3 miR-574-5p KPR SR LAF 7 ik 45 4
AR E A RNA L ] TRIZol® 3% F (b 50 2 #% £ 4
BE2p A7 BR 2N &L 5 10296010-100ml) , Bl J= 1
cDNA G Rl & O Mt 5 =R A R A ], A
5 K1622/K16225) 7¢ 37 °C F J % 15 min, 3 T
85 CT A 5 s AH I cDNA, B & i@ i 52 i 2% 5t
7E f PCR(RT-qPCROF AR KM miR-574-5p MR KK
VR AE ABI 7000 HRi# RT-qPCR # 48 kAT,
RT-qPCR J I & & SR FL R 20 pL. % cDNA FF
SEMEGI W M SYBR Green SEHF 2% % 8 PCR T IR
(118 Yeasen W HEARARA D . RO FAFWT .
95 ‘CHIHARAETE 5 min; Bl 1T 40 DER , E45 95 °C
10 $.60 °C 30 s 1 72 °C 30 s, KM 2 ¥%i+&H
b RNA A0 X5 2 35 KF, IF DL U fEA NS HE A,
ST HI LR 1,

*1 SmEF(5 —3")

MK E 514 B 514
miR-574-5p CGCGTGAGTGTGTGTGTGTGA AGTGCAGGGTCCGAGGTATT
U6 CTCGCTTCGGCAGCACA AACGCTTCACGAATTTGCGT

1.3 AT TR T ROTAE AR T B E B
PEG-IFNo-2b[ J& '] % % £ ¥ T8 & A A BR 2w
¥4 :135 pg,0.5 mL(50 75 U) JiEATIRI7 . HAKG 257
ZNBIR 180 pg, R 1 R T HES, BITHEA 48

Jal o 97 RO M 1 P 2 BB R B 36 45 1 (2022 4F
RO A B3 o AR DGR I L AR E SR s 6 A I
T K L9 e 2 W K A2 IE L HBV-DNA K T4 I+
BR,#GIT R HBeAg FHTER £ 75 528 HBeAg I
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LA Ay N AR AL ALT YK & 1E % i HBV-DNA
A5 A 5 A 38 B AR A o D0 K kg TR . R R A
WL NG AR LB A AR O3 LA B T A A e — A
ANAESE R4 .

1.4 Siitesab3 SRJH SPSS27. 0 MU 4T G043 #r .
THECF BB B 5 4y R R A E LR X K
B8 Fisher M H A 5 1H 2 PR 2 £ RoR AL
Pk ST REAS ¢ R g0 s B XS ¢ K 5 5 R H Pearson
A 43 BT 103 miR-574-5p /K 7 5 JF 91 RE . 6 7 2%
AR LR s RIHZ A R Logistic BIH2Hr 0 CHB
SBE T R b S 5 e TR R R 2 A ARl
(ROC) K 142 T mi A (AUC) 43 7 4 5 1 P & %) CHB
BAERZWIREE., KR AKME «=0.05. L0 P<<0.05 K

ERAGH¥E X,
2 & g
2.1 RITIFRUAYHT TEIRIT AR L 120 ) CHB & &

Wk B 58 4 N A 5T B (GER RN B D . (N 47.50%
KSLHGERNLE R E R 63 Bl CIEE 2 A A . &
52.50%.,

2.2 WA BEIRITATE MLIE miR-574-5p /K F L
B O5IRIT AT L IRYT S AL AR K IV miR-574-5p
KRB B (P<<0.05), HoE @ M &AW 5 & Tk
SEAREH (P<<0.05), W 2,

2.3 PHALBFIRIT RIS LI 2D e Ao B 2 48 s K
P SRITRiM L IR R A B A ALT.
AST.HBsAg. HBeAg & HBV-DNA ¥ B8] & T i
(P<C0.05), Hog &N A4 B AR T AR5 e & 4
(P<<0.05), W% 3.

2.4 IV miR-574-5p KV 5 FF LI BE . 5 5 45 b 1Y
F A Pearson MMM 45 K BR, M3 miR-574-
5p /K ¥ 5 ALT. AST. HBsAg. HBeAg M HBV-
DNA £ 7 # 5¢ (r = — 0. 456, — 0. 327, — 0. 341,
—0.425,—0. 344 ,%] P<0.001),

*x2 RMABFRT/EME miR-574-5p
IKELLE (2 £5)
415 n AT R R
3k 58 4> L& 41 57 1.03+0.41 3.28+1.23°
58 42 25 41 63 1.04740. 36 5.4741. 54
t 0.142 8.548
P 0.887 <£0. 001

5 R AR A L P <<0. 05; HAESE &M A HIBIT A

#,"P<<0. 05,

2.5 W CHBBEIF MR HER SN SN
B AR AN A A B CDAT . CD8' K& WBC
WEIFE (P <<0.05),CD4" /CD8" I 1l B [ 1%
(P<20.05) s PR AE PR 08 R IR s L HBV &
YL R S i B SR R Y | SRORE TR Bl 6 B 2F dE AT A
BMI. SRR LR IL-6 . PLT,ALB L&,
ER TG HFE L (P>0.05), WE4,

2.6 0 CHB B H 7 i £ N £ Logistic [1 154
#r LI CHB ## PEG-IFNa-2b 1 5 i R 7 &% (58
N =0 EE &N =1 N F A F . miR-574-5p,
ALT.CD4" /CD8" I N A AL it . Z N & Logistic
U943 BT 25 B 7R, miR-574-5p, ALT.CD4" /CD8 ™ It
B34 CHB A [F] 97 2 1 1l 37 5% o ]l 38 (P <<
0.05), W#FE5,

%3 MEBERTAENLEFINERFEFHERKELRR (L)
ALTIU/L) AST(U/L)
2151 n
IRITHT HITE RIT T WWIT R

IR 3] 57 70.45413. 41 45.69+9. 39 165. 28426. 39 100. 98412, 58"

56 42 I 2 A 63 70.17+12.03 27,5845, 47" 159. 85+31. 45 86.25+11. 82"
o HBsAg & #t (Ig TU/mL) HBeAg 5& # (1g S/CO) HBV-DNA(lg copies/mL)
o ! R Rgil] b id e IR IT T WITE RYTHT BT E

E| R I3 i 57 4.58+1.23 3.5841.10° 2.59+0.74 1.87+0. 88" 6.98+1.28 5.63+1.57°
52 4 O K 4 63 4.4741. 36 2.4140. 97 2.5140.97 0.3940.15" 6.781. 54 3.07+1.33"

T SR EIFRT R . P <0, 055 5658 2 B & IR IT 5 L ." P <C0. 05,

2.7 Il miR-574-5p. ALT.CD4 /CD8" [t 18 & Iifs
PRFFIEXT CHB B P R0m B M E ROC i e 53 #r
ZEIR R I3 miR-574-5p, ALT.CD4" /CD8 " H.{&
i CHB B 57 8my AUC 43851 4 0. 869.0. 967.0.

880, K LI EAEHRANA Logistic [nl A HY 38 i [o] I 2
BRI OFBO B BUE A A X B = —3. 409+
(—1.490 X miR-574-5p) +0. 474 X ALT+ (—4. 510X
CD4" /CD8" [eff) . DA E48FREE A B CHB & A
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FIY7 2L AUC 9 0,995, =FBEA WM AUC Bl & 2.168,P=0. 030) & CD4"/CD8" [ fii (Z = 3.710,
T miR-574-5p(Z=13.948, P <C0. 001) \ALT(Z = P<C0. 05) Juffi FHEH ) AUC, W3 6. 1.

x4 M CHB BEARRTHMBREZSHn(20)F 7 E5]

i H n et &AM (n=57) SELNE M (n=63) X/t P
PE 2.919 0. 088
% 54 21(36. 84) 33(52. 38)
z 66 36(63.16) 30(47. 62)
ER () 120 42.5844.12 41,2845, 49 1. 455 0. 148
IR (4D 120 6.691. 24 6.18=1.75 1.824 0.071
R S 3.451 0.063
T 57 22(38.60) 35(55.56)
H 63 35(61.40) 28(44. 44)
HBV YL ik s 0.230 0. 632
J 68 31(54.39) 37(58.73)
Pe) 52 26(45.61) 26(41.27)
06 B Ak [5] 7Y 0.246 0. 620
B A 73 36(63.16) 37(58.73)
C # 47 21(36. 84) 26(41.27)
P3N REEIER 0.170 0.918
BREE 38 17(29. 83) 21(33.33)
g 39 19(33.33) 20(31.75)
Giy: 43 21(36.84) 22(34.92)
B Ay 0. 064 0. 800
F<{3 4} 73 34(59. 65) 39(61.00)
F=3 4 47 23(40. 35) 24(38.10)
BMI(kg/m?) 120 22,3943, 69 21.8942.49 0.877 0.382
EARLT Z (pmol /L) 120 25.98+3. 66 25.79+4. 22 0. 262 0.794
B L E (pmol/L) 120 8.39+1.47 7.89+1.58 1.789 0.076
1L-6(pg/mL) 120 41.69413.25 37.9948.41 1. 844 0.068
CD4" (%) 120 43.27+2.58 41.69+4. 82 2. 205 0. 029
CD8T (%) 120 36. 985,47 24,5843, 52 14.906  <<0.001
CD4" /CD8™ 120 1.1740. 35 1.7020. 34 8.409  <<0.001
WBC(X10°/L) 120 6.98+1.08 5.17+1.23 8.527  <<0.001
PLT(X10°/L) 120 135. 9625, 47 132.17+21. 45 0. 884 0.378
ALB(g/L) 120 39,6545, 41 40. 236. 33 0.537 0.592

x5 W CHB &7 8 E EZE Logistic BIAS#7

% B SE Wald X* P 95%CI OR
miR-574-5p —1.490 0.536 7.738 0.005 0.079~0. 644 0.225
ALT 0.474 0.149 10.133 0.001 1.200~2. 149 1. 606
CD4™ /CD8™ 1Ll —4.510 1.639 7.571 0. 006 0.001~0.273 0.011
g —3.409 4. 677 0.531 — — —

Y FR R
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®6 miE miR-574-5p Bx & e R FFEXT CHB 2& 77 sk Fl i &
T H AUC RN 95%CI R eSO FARES 1
miR-574-5p 0. 869 <4.82 0.795~0. 924 96. 49 69. 84 0.663
ALT 0.967 >34.90 IU/mL 0.917~0. 991 89. 47 95. 24 0. 847
CD4" /CDS " el 0. 880 <1.50 0.809~0. 932 89. 47 74.60 0. 641
S 0.995 — 0.961~1.000 98. 25 96. 83 0.951
U — R TR

100 F @ — — (poD JEH mRNA F (R AL s (5 2 750~2 757 fif

JJ‘J:éJr W R 45 &, I fd 3 28955 B RNA R fif . DA 1T 410 )

1 @ HBV 1 3% R 6 1 . IF W (8 40 16 P9 35 4 B 45 57

- o A DNA (cceDNA) 7K, i CHB BTG I7 2485 T 387 it 1%

i FEHLEDY L A ARG A SR B A TR R . 4

® 40 H ® % PEG-IFNoa-2b A 97 W) W 41 8 %, L ALT. AST,

e HBsAg.HBeAg & HBV-DNA ¥ 5%, #F—4

l St s ST B 5 4 T2 4L A A0 R B T O E T

oL . . 6?5% . . KT AR 5E A 24 4L 3% 5 28 4 50 I 1F 9 R — 5K

o 20 0 60 80 100 PR WA N 28 R A 1 AR A EL I T T BB 48 A B R A

100-45 2 & (%)
1 3% miR-574-5p ALT.CD4" /CD8" B 1&
BEAW CHB &7 38 ROC Bk

3 it %

HAT, 9% B & & 25 0 W 4 B R ik T CHB
BOE IR 7 G S R () 25 B9 & PEG-
IFNa-2a fl PEG-IFNe-2b"" . Hrf, 245 () 29
] P B T L A v R (E I T A 2 R
WHRKMIMWZE" . ML 2 F . PEG-IFN J7 72 [# &, A
SRR N AT (0 R 2 R A R R AR B
B TG o I R 0. FH A2 81— e il 2, ik, SRR Rk
g FUH TN PEG-TEN {397 b 2 I 48 7 FoAE FH AL Y
B A bR AR B A I AR VI

Z W5 R W, miR-574-5p 78 Z R RR A5 F %
B RS AL R R AR RIS
B R g RE SR L N, AE A WR B DR R R
miR-574-5p M FRIE T I , B 7R H T BEAE A% 529 i
RN i A T A R A R T A e
Jifi 988 (NSCLC) 2%, miR-574-5p K & KR A
I8 A Ry e 52 g ORI G SR BT IR T R A TS B R
Pk 10, BRI, HofE CHB B b iy 32 3k A 2 4
REHE  H 506 PRI 8% =2 ) /) B A Ry ik — 25 PR A
ARWFFREE R LB, 5IRIT R L. PEG 1FN o-2b JA97
JE WA B3 L7 miR-574-5p KB & FA, H5E &
A IR G TR e e A AL SR CHB BE A
)7 2Lk S R i R 2. A3 AT LU - miR-574-5p B
i H 45 HBV MR HPF 4 RNA (pgRNA) F1E 4 filf

FEARIKF B E REAK. ARWFST Pearson M E 2 #7451
% P, Il 7 miR-574-5p 5 ALT. AST. HBsAg.
HBeAg & HBV-DNA £ i # 5% (r = — 0. 456,
—0.327,—0.341,—0.425,—0. 344, P<C0.001),
XA AE T A miR-574-5p 76 ¥ Y B AR BT 1 09 G g
I LR R ) G R 1 A S KO 722 R AT R 23 ot
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