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Diagnostic value of combined detection of AHSG and CEA for bladder cancer”
LIU Mulin ,DING Dapeng”
Department of Clinical Laboratory ,First Affiliated Hospital of Dalian Medical
University ,Dalian ,Liaoning 116011,China

Abstract: Objective To investigate the clinical application value of combined detection of Alpha-2-HS-
glycoprotein ( AHSG ) and carcinoembryonic antigen ( CEA ) in the diagnosis of bladder cancer.
Methods Thirty patients with bladder cancer admitted to this hospital from September 2017 to September
2019 were selected as the bladder cancer group,and 30 healthy patients during physical examination during the
same period were selected as the health group. The serum levels of AHSG and CEA in the two groups were
detected by enzyme-linked immunosorbent assay (ELISA) and compared. The expression level of AHSG mR-
NA in bladder cancer tissues was analyzed by starBase and Oncomine database. The expression level of AHSG
protein in bladder cancer tissues was verified by the Human Protein Atlas (HPA) database. The value of AH-
SG for predicting the prognosis in the patients with bladder cancer was analyzed by using the Kaplan-Meier
Plotter (KM Plotter) database. The diagnostic value of AHSG and CEA combined detection for bladder cancer
was analyzed by the receiver operating characteristic (ROC) curve. Results The starBase and Oncomine data-
bases analysis found that the expression level of AHSG mRNA in bladder cancer increased significantly, and
was closely correlated with the tumor grade, distant metastasis and lymph node metastasis (P <C0. 05). The
HPA database verified that the expression level of AHSG protein in bladder cancer tissue was higher than that
in normal bladder tissue. The ELISA results showed that the serum levels of AHSG and CEA in the bladder
cancer group were significantly higher than those in the health group (P<C0.05). The KM Plotter database a-
nalysis found that the bladder cancer patients with high AHSG expression had a better relapse free survival
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probability than those with low AHSG expression. The ROC curve analysis showed that the area under the
curve for the combined detection of AHSG and CEA for the diagnosis of bladder cancer was 0. 952, the sensi-
tivity was 90. 0% ,and the specificity was 93. 3%. It is more valuable than AHSG and CEA alone for the diag-

nosis of bladder cancer. Conclusion

The expression of AHSG is significantly increased in the patients with

bladder cancer,and it is an objective evaluation indicator for bladder cancer diagnosis and prognosis prediction.

It and CEA are potential serological markers with higher clinical application value in the diagnosis and progno-

sis analysis of bladder cancer.
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