ERhE¥ 2% 20224 1 A% 43 %% 28 Int J Lab Med.January 2022, Vol. 43.No. 2 o 143 -

- &

K4EJE4FE RNA ELFNI-AS] E4EHIFEERE
mMFEPAHRERIERENX

%7?]] FE] ,4'(%']‘31,7‘:]3&%&%,7') {iﬁy%-‘?}] B;]
IAKRFWEEREE A, L R4 212002

# E.BB Fitk43E% 2 RNA(ncRNA)ELFNI-AS] £ 4 A W% % & ik b 6g Rk Bl R & L,
Fik BGERSOBARTFRFFNTETOEAMBEEEAZAMBL, LRI 40 HlEREREEH TR
2H BRI A LA 3t B b i ¥ RNA, 5 8 &£ & PCR X400 4 4 W J& 4 fe sf BB 40 o 75 F IncRNA ELFN1-AS1
At E KK A4 HMH R IncRNA ELFN1-AS] A8t 2 X KF 5 W RmBAFIEZ 0] 89 £ £ ;24 X &
IS AE(ROC) W &, 5 A ik ELFNI-AS] sF 2 AW B S W Ma, B8R L2 AWHEAhF P IncRNA
ELFN1-AS] ARt & A K -F 00 2 & F 2 B 28 (P <<0. 001) ; IncRNA ELFN1-AS1 48 3+ & & K P £ R F M A F
W MBI E B RRAREEZN, EFAATFEL(P>0.05), M ERRAKCEHS ZALEHBKRER
TNM 5 % &2 1 2 F A %5 &L (P<<0.05); 3% IncRNA ELFNI-AS1 # ¥4 AM %4 ROCHA T &
AA 0,821, REEH T4 0% HFFEH 82.5%, £5i® £ iF IncRNA ELFNI1-AS] T 5k s 4 % A W /& 95 B 89
EMFRED,

KA k44 E % RNA ELFN1-ASL; @AM E; hik; AW FHaiEH

DOI:10. 3969/]. issn. 1673-4130. 2022. 02. 003 FEZESES R735.3

NEHKS:1673-4130(2022)02-0143-04 XEFREAD A

Expression and clinical significance of serum long non-coding RNA ELFNI1-AS1 in colorectal cancer patients”
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Abstract:Objective To explore the expression of serum long non-coding RNA (IncRNA) ELFN1-ASI in
the patients with colorectal cancer and its clinical significance. Methods Totally 50 colorectal cancer patients
without operation, radiotherapy and chemotherapy were taken as colorectal cancer group, and another 40
healthy volunteers were taken as control group. Total RNA was isolated from two groups,and the relative ex-
pression level of ELFN1-AS1 was detected by Real Time PCR. The relationship of the relative expression level
of serum IncRNA ELFN1-AS]1 in colorectal cancer group with clinicopathological features was analyzed, and
the value of serum IncRNA ELFNI1-ASI in the diagnosis of colorectal cancer was evaluated by the receiver op-
erating characteristic (ROC) curve. Results The relative expression level of IncRNA ELFN1-ASI in the colo-
rectal cancer group was significantly higher than that in the control group (P<C0.001). No significant differ-
ences were found among the relative expression level of serum IncRNA ELFNI1-AS]I in patients with different
gender,age,lesion location and tumor maximum diamete (P~>0. 05) ,but the differences of relative expression
level of IncRNA ELFNI1-AS1 in patients with different lymph-node metastasis, distant metastasis status and
TNM stage were statistically significant (P <C0. 05). The area under the ROC curve, sensitivity and specificity
of serum IncRNA ELFN1-ASI for the diagnosis of colorectal cancer were 0. 821,74. 0% and 82. 5% , respec-
tively. Conclusion Serum IncRNA ELFNI1-AS1 might be a biomarker for the diagnosis of colorectal cancer.
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