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Study on serum metabolomics of forest encephalitis patients by Liquid
Chromatography-Time-of-Flight Mass Spectrometry "
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Abstract: Objective To visually analyze the pathogenic mechanism of forest encephalitis using metabolo-
mics technology and to find biomarkers related to the occurrence and development of the disease. Methods
High performance Liquid Chromatography-Quadrupole Time-of-Flight Mass Spectrometry (UPLC-QTOF
MS) technology was used to compare 59 forest encephalitis patients and 39 healthy persons,and biomarkers
were screened out by multivariate statistical analysis. Results A total of 144 different metabolites were
screened. Through the enrichment analysis of metabolic pathways,it was found that the differential metabo-
lites covered a variety of amino acid pathways and lipid related metabolic pathways,including lipoprotein bio-
synthesis, arachidonic acid biosynthesis and leukotriene biosynthesis. Conclusion Mass spectrometry com-
bined with multivariate statistical method could be used to find out biomarkers in disease course, which pro-
vides a theoretical basis for further diagnosis and prognosis of diseases.
Liquid Chromatography-Quadrupole Time-of-Flight
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