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Abstract: Objective  To investigate the correlation between the expression of epithelial mesenchymal
transition (EMT) related proteins, transforming growth factor (TGF)-81 mRNA relative expression levels
and lymph node metastasis in tissues of patients with gastric cancer. Methods A total of 51 patients with gas-
tric cancer complicated with lymph node metastasis treated in the hospital from January 2016 to November
2020 were included in the lymph node metastasis group,51 patients with gastric cancer without complicated
with lymph node metastasis treated in the hospital at the same period were included in the non lymph node
metastasis group. The data of patients were collected and retrospectively analyzed. Regression analysis was
used to examine the relationship between tumor differentiation, TNM stage, intravascular tumor thrombus,
EMT related proteins (E-cadherin, Vimentin,-catenin) , TGF-f1 mRNA relative expression levels and lymph
node metastasis,the predictive efficacy of EMT related proteins and TGF-1 mRNA relative expression levels
for predicting lymph node metastasis in tissues of patients with gastric cancer was analyzed. Results After
preliminary comparing the baseline data of the two groups, through regression analysis, the results showed

that tumor differentiation, pathological stage,intravascular tumor thrombus condition of patients,E-cadherin,
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Vimentin, -catenin and TGF-81 mRNA relative expression levels in tissues of gastric cancer were related with
lymph node metastasis in patients with gastric cancer, low differentiation, TNM stage [l — IV, intravascular
tumor thrombus,the decrease of E-cadherin relative expression level and the increase of Vimentin, g-catenin
and TGF-B1 mRNA relative expression levels might be risk factors for lymph node metastasis in patients with
gastric cancer (OR>1,P<C0. 05). The receiver operating characteristic curve results showed that the area un-
der the curve of E-cadherin, Vimentin, -catenin and TGF-f1 mRNA relative expression levels in tissues of
gastric cancer for the diagnosis of lymph node metastasis were greater than 0. 800, which had certain predictive
efficacy. Conclusion The EMT related proteins and TGF-f1 mRNA relative expression levels in tissues of patients
with gastric cancer are closely related to lymph node metastasis,decrease of E-cadherin relative expression level and in-
crease of Vimentin,f-catenin and TGF-1 mRNA relative expression levels could increase the risk of lymph node me-

tastasis and could be used to predict lymph node metastasis.
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