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Abstract : Objective To investigate the relationship between the expression level of transmembrane serine
protease 4 (TMPRSS4) ,c-Mesenchymal-epithelial transition factor (c-Met) and Kinesin Family Member 18 A
(KIF18A) in colorectal cancer and their pathological characteristics and survival status. Methods A total of
102 patients with colorectal cancer diagnosed in the hospital from March 2015 to June 2017 were selected as
the research objects. The difference of positive rates of TMPRSS4, c-Met and KIF18A level in cancer tissues
and adjacent tissues,the differences of positive rates of TMPRSS4, c-Met and KIF18A level in patients with
different pathological and survival states were compared. The relationship between pathological and survival
states and positive rates of TMPRSS4, c-Met and KIF18A level was analyzed. Results The positive rates of
TMPRSS4,c-Met and KIF18A level in cancer tissues were significantly higher than those in adjacent tissues
(P<C0.05). There were no significant differences in the positive rates of TMPRSS4,c-Met and KIF18A level
in patients of different genders and ages (P >>0. 05),but there were significant differences in patients with dif-
ferent course, TNM stage and clinical classification (P<Z0. 05). According to the follow-up of the patients,61
patients survived and 41 died, the positive rates of TMPRSS4, c-Met and KIF18A level in the survival group
were significantly lower than those in the death group (P <C0. 05). The TNM stage, clinical classification,

course of disease and survival status of the patients were positively correlated with positive rates of TM-
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PRSS4,c-Met and KIF18A level (+=0.165—0. 998, P<C0. 05). Conclusion The positive rates of TMPRSS4,

c-Met and KIF18A level in colorectal cancer tissues are correlated with their pathological characteristics and

survival status,which could be used as an important target for diagnosis and treatment of colorectal cancer in

the future.
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