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Abstract: Objective To explore the value of versican (VCAN) gene expression or methylation in the
prognostic judgment of the patients with gastric cancer (GC). Methods The expression and methylation of
VCAN gene and their significance in the prognosis and immune were analyzed and studied through bioinfor-
matics method. Moreover, the role of VCAN gene in the prognostic judgment of GC was verified by the Meta-
analysis. Results The VCAN gene was negatively regulated by the methylation, which led to its high expres-
sion in GC tissues. Both the VCAN gene expression and methylation level were related to the overall survival
rate (OS) and progression-free survival rate (PFS) of GC patients according to the TCGA database. The Me-
ta-analysis revealed that low VCAN gene expression was closely correlated to higher survival rate. The VCAN
gene expression is closely correlated with some immune cells or molecular, especially CD4" T cells, CD8" T
cells,CD2,CD3D and CD3E. Conclusion The VCAN gene plays an important role in the immune cells infil-
tration of GC,and can serve as a potential biomarker for GC prognosis.
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