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Abstract:Objective To predict the target genes of miR-139-5p by bioinformatics methods,and to screen
the core genes by the signal pathway enrichment analysis and protein-protein interaction (PPI) network analy-
sis on the targeted genes. Methods The expression of miR-139-5p in osteosarcoma cells was retrieved by u-
sing dbDEMC database,the bioinformatics database in the miRSystem network station was used to predict the
target genes of miR-139-5p, the David6. 8 software was used to carry out the KEGG signal pathway enrich-
ment analysis,the string software was used to conduct the PPI network analysis on the genes closely related to
tumor found in KEGG cluster analysis,the related parameters were obtained, then the data were imported into
Cytoscape 3. 8,the core genes were screened out by its plug-in MCODE, their expression in osteosarcoma were
analyzed by using the HCMBD database. Finally, those genes with positive significance were selected as the
core genes. Results The expression level of miR-139-5p was significantly down-regulated in osteosarcoma

(P<C0.05),a total of 407 target genes were obtained by predictive analysis,which were enriched in 59 signa-
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ling pathways,21 pathways were closely related to cancer,including mTOR pathway, proteoglycan in cancer,
small cell lung cancer,cAMP signaling pathway,extracellular receptor interaction,focal adhesion,glioma,etc.
The PPI network analysis showed that NOTCHI1,FN1,CXCR4 and RPS6KBI1 in 21 signal pathways were the
key core genes involved in miR-139-5p regulating the biological phenotype of human osteosarcoma cells. Con-
clusion miR-139-5p may be a potential tumor suppressor gene in osteosarcoma cells,has the correlation with
osteosarcoma,the cancer gene abnormal expression enriched in 21 signal pathways has the significant correla-
tion with the malignant phenotype of osteosarcoma cells. The target genes NOTCHI1, FN1, CXCR4 and
RPS6KBI are the key core genes of miR-139-5p in regulating the occurrence,development and prognosis of os-

teosarcoma cells. In addition, the oncogenes and signaling pathways with high correlation found by bioinforma-

tical analysis provide clues and basis for exploring their functions and mechanisms.
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