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Abstract: Objective To analyze the microbiota of insect specimens by culture method and matrix-assisted
laser desorption/ionization-time of flight mass spectrometry (MALDI-TOF MS), and the value of the com-
bined use of the two,as well as the characteristics of the microbiota of insect specimens and their susceptibility
to antibiotics. Methods Collect insect specimens in the hospital environment. The samples were milled and se-
rially diluted,then plated on culture plates. Single colonies were cultured and isolated,and MALDI-TOF MS
was used for bacterial species identification. Antimicrobial susceptibility of isolated Enterobacteriaceae was
tested by micro-dilution method. Results In this study,a total of 104 strains of microbial colonies were isola-
ted from 16 insect specimens,and 6 strains could not be identified by MALDI-TOF MS. The success rate of i-
dentification by using MALDI-TOF MS was 94. 23% ,and the average identification score was 2. 075. Among
the 98 strains which were successfully identified by MALDI-TOF MS,56 strains(57. 14%) of Gram-positive
strains and 41 strains(41. 84%) of Gram-negative strains were identified. Among the Gram-positive bacteria,
Bacillus genus had the highest isolation rate,with a total of 30 strains,accounting for 53. 57 %. The Gram-neg-

ative bacteria were dominated by Enterobacteriaceae,and 29 strains(70. 73%) were isolated, and the isolates
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were highly sensitive to antibiotics. Conclusion Culturomics combined with MALDI-TOF MS can be used for

strain identification in insect specimens. Due to the mobility of insects, the strains carried by them may become

clinical potential infectious pathogens.
Key words:insects; culturomics;

trometry; hospital environment
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