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Abstract:Objective To investigate the resistance of Helicobacter pylori(Hp) to clarithromycin and its
consistency with the detection of drug resistance gene mutations,so as to provide evidence for the clinical for-
mulate of individualized Hp eradication treatment plans. Methods A total of 284 initially untreated Hp-posi-
tive patients who had received " C breath test and gastroscopy in Nanjing First Hospital, Nanjing Medical Uni-
versity were enrolled in the study. From which 222 cases were randomly selected from the included cases as
the experimental group for whom clarithromycin susceptibility testing and resistance gene mutation detection
were performed,and the remaining 62 cases were used as the control group(no detection of clarithromycin re-
sistance). Hp was isolated and cultured from gastric mucosal biopsy specimens,and the drug resistance of the
isolated Hp strains to clarithromycin was detected by K-B method. The mutation of Hp clarithromycin resist-
ance gene was detected by polymerase chain reaction(PCR). The control group and the sensitive patients were
given omeprazole [ 20 mg twice a day(bid)] -+ amoxicillin(1 000 mg bid) -+ clarithromycin (500 mg bid)

treatment. The patients with drug resistance were given omeprazole(20 mg bid) + amoxicillin(1 000 mg bid)
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+ furazolidone(100 mg bid) + bismuth. After taking the drug for 2 weeks,the eradication of Hp was detec-
ted. Results

mens ;clarithromyecin susceptibility test: 155 cases(69. 82%) were sensitive and 67 cases(30. 18%) were resist-

A total of 222 strains of Hp were successfully cultured from 222 gastric mucosal biopsy speci-

ant;clarithromycin resistance gene mutation detection:there were 68 cases(94. 44 %) with 23S rRNA A2143G
mutation in V region,and 4 cases(5.56%) with A2142G mutation. Among the 155 susceptible cases, 150 cases
(96.74%) had no mutation in 23S rRNA V region,and 5 cases(3. 26 %) had mutation in 23S rRNA V region;
all 67 resistant cases had mutations in 23S rRNA V region. The consistency of drug susceptibility test and
drug resistance gene detection was good(Kappa=0. 023, P =0. 609). The eradication rate of Hp in the experi-
mental group was higher than that in the control group(P <{0. 05). Conclusion Hp is resistant to clarithro-

mycin,and clinicians can formulate individualized Hp eradication treatment plans based on the results of clar-

ithromycin susceptibility test and resistance gene mutation detection.
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