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Abstract: Corona virus disease 2019(COVID-19) brings a huge burden to the society because of its high
infection rate. It is of great significance to find effective therapeutic targets for COVID-19. Metabonomics is
developing rapidly and can be used to find differential metabolites in patients with COVID-19. This review
summarizes the changes of serum lipid metabolism,amino acid metabolism,organic acid metabolism and other

differential metabolites in patients with COVID-19 based on metabonomics, which provides theoretical basis or

distinguishing clinical classification, prognosis and searching for treatment targets.
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