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Abstract: Objective To investigate the effects of IncRNA HOTAIR on the proliferation and invasion of
oral squamous cell carcinoma and explore the potential mechanism. Methods Tissue samples and paracancer
specimens were collected from clinically confirmed oral squamous cell carcinoma patients in our hospital,and
TSCCA,Tca8113,HOK cells were cultured, the expressions of IncRNA HOTAIR, miR-126 and ADAMTS-4
were detected by RT-qPCR. Tca8113 cells in logarithmic growth phase were transfected with HOTAIR siR-
NA and ADAMTS-4 siRNA,and siRNA NC control group was set up. Cell viability was analyzed by CCK-8,
cell apoptosis rate was detected by flow cytometry,and the number of cell invasion was detected by Transwell
assay. The potential target genes of HOTAIR and miR-126 were predicted,and the relationships between In-
cRNA HOTAIR and miR-126 ,miR-126 and ADAMTS-4 were evaluated by dual luciferase assay. The effects
of upregulation of IncRNA HOTAIR targeting miR-126 on the biological function of Tca8113 cells was detec-
ted. Results The expression of IncRNA HOTAIR and ADAMTS-4 was up-regulated and the expression of
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miR-126 was down-regulated in oral squamous carcinoma tissues compared with adjacent tissues (P<C0.01).
Compared with HOK cells, the expression of IncRNA HOTAIR and ADAMTS-4 was up-regulated and the ex-
pression of miR-126 was down-regulated in TSCCA and Tca8113 cells (P <C0. 01). The software prediction
and dual luciferase results verified that IncRNA HOTAIR had binding sites with miR-126 and miR-126 with
ADAMTS-4. Knockdown of HOTAIR or ADAMTS-4 decreased the proliferation activity and invasion ability
of Tca8113 cells,and increased the apoptosis rate (P<Z0. 05). Knockdown of miR-126 expression increased the
proliferation activity and invasion ability of Tca8113 cells,and decreased the apoptosis rate (P <C0. 05). Over-
expression of miR-126 could partially reverse the promotion effect of up-regulated HOTAIR on the prolifera-
tion and invasion of Tca8113 cells. Conclusion Down-regulation of IncRNA HOTAIR inhibited proliferation

and invasion of Tca8113 cells through miR-126 /ADAMTS-4 axis.
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