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Preliminary evaluation of PCR fluorescence probe method for detection
of human rhinovirus in children and infants”
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Abstract: Objective To evaluate the virus detection ability of PCR fluorescent probe method,and analyze
the effect of HRV load on clinical indicators of patients by detecting human rhinovirus (HRV) infection in pa-
tients with respiratory tract infection by PCR fluorescent probe method and Sanger sequencing method. Meth-
ods The nasopharyngeal swab specimens of totally 175 patients with respiratory tract infection symptoms in
the Third Affiliated Hospital of Zunyi Medical University from May to July 2019 were collected,and the PCR-
fluorescent probe method and Sanger sequencing method were used to detect HRV infection status and the im-
pact of HRV load on clinical indicators of children and infants was analyzed. Results A total of 51 positive
specimens (51/175,29.14%) and 124 negative specimens (124/175,70. 86 %) were detected by the PCR-fluo-
rescence probe method. A total of 48 positive specimens (48/175,27.43%) and 127 negative specimens (127/
175,72.57%) were detected by Sanger sequencing method. Compared with the Sanger sequencing method, the
sensitivity and the specificity of PCR-fluorescent probe method for detecting HRV were 100. 00% and
97. 64 % ,the positive predictive value and negative predictive value were 94. 12% and 100. 00% respectively,
and the agreement rate was 95. 80%. There was no statistically significant difference on the detection rate of

HRYV by the two methods (P>>0. 05). There was no statistically significant differences on the days of hospi-
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(9):1033-1036.
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talization, maximum body temperature before admission,days of fever,white blood cell count,lymphocyte per-

centage, procalcitonin between high viral load group and low viral load group (P>>0. 05) , while there was sta-

tistically significant difference on hypersensitivity C-reactive protein between high viral load group and low vi-

ral load group (P<C0. 05). Conclusion The PCR-fluorescent probe method for detecting HRV has good sensi-

tivity, high specificity,short detection cycle,low cost,simple and quick operation,and could be widely used in

clinical detection of HRV. In addition, children and infants with high HRV load have higher levels of hyper-

sensitivity C-reactive protein than children and infants with low HRV load.
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